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Study on Gut Microbiota of Rats with Ulcerative Colitis Treated with
Ganfei Bingzhi Formula( T-filiJ {74 77)
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Abstract ; Objective To study the effect of Ganfei Bingzhi Formula( iFfifiF£:]5 75 ) on gut microbiota of rats with ulcerative co-
litis. Method Thirty SD rats were randomly divided into Ganfei Bingzhi Formula high dose group( A) , Ganfei Bingzhi Formula me-
dium dose group(B) ,Ganfei Bingzhi Formula low dose group ( C) , model group (D) and blank group (E ), with 6 rats in each
group. A rat model of UC was established by using trinitrobenzenesulfonic acid solution ( TNBS)/ethanol method. After gavage
with different intervention factors,the intestinal contents of rats were taken out and the bacterial population was sequenced using
16S rRNA method. Result The dominant bacteria in the intestinal contents of rats in each group were Firmicutes and Bacte-
roidetes. After modeling, the number of Firmicutes decreased ,while the number of Bacteroidetes increased. Intervention with Gan-
fei Bingzhi Formula can increase the number of Firmicutes and reduce the number of Bacteroidetes. The effect of the medium dose
group was the most significant. The sparse curve of o — diversity tended to flatten out as the sequencing depth increased. The
difference between the medium dose group and the blank group in the PCoA analysis chart and the distance matrix of B — diversity
were the smallest. The composition of intestinal contents in the middle dose group was the most similar to that of the blank group
in phylum level, species level and genus level. There was a significant difference in the phylum of actinomycetes among the
groups. Conclusion Ganfei Bingzhi Formula can correct the distribution of intestinal microbiota in rats with UC, making it tend to
the normal gut microbiota. Among them, the effect of the medium dose group is most obvious.
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AM9870),Q5® High — Fidelity DNA Polymerase ( NEB, 4% 5.
MO0491L) , Quant — iT PicoGreen dsDNA Assay Kit( Invitrogen , 5%
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P <0.05 hESAHGIE L,
2 #R

ABFFERT 30 1 KB N AW REAR BT T 168 M, 24541
KEMABWEAN T =G 2, FHKELE S T 404 ~
431 bp ZEI(HHTIVILE 1) o AR AAEY LA OTU 5
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PR B 4UKFo T HA 3 41K P BEAFFF (i i X
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KK BN A Y 3 AL FR43H (Principal coordinates analy-
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SR D K BT SCPAS , TR 113 45
i T TR B 1 Sk S X A R 1 R L
Pt UC 15 EEIRAR, v 8514 25 74 norank F Muribaculaceae
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B o PR 75 R b Sk 5 A AT R, 7 AT LA A M
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Ji%f UC KB T1, >R AT 16S xDNA I FF A, Mz B T AE 2
1 BEET IR 936 75 %68 R BRI 1 R A IR 4 A
3.1 AR 6 07 x UC & B 7 o 2 40 b 41 ik 0 A

K B A T TR0 558 i Ay JEEBE B ( Firmicutes )
FHUAT T ( Bacteroidetes ) , 1458 f5 JEEBE [ 4l FAAIR , 1T HDUAT TR 4
S, R V6 T T 100 R0 4G 0 R R P A, R AIRAT AR, I
WO TR T PR A SCR RO TR PR R W TE MR
op JERE TR TR R TR EE AR, AR DA AR
AR JERER/UATF IR (F/B) L2 1 3 i Ay 2 i T 1
ARSI RIKF B SRR A R 44 ( Clostrid-
ia) 5B 49 ( Bacteroidia) , 43 J& TR BE R ] FIHUAF B T], 2
B RS TR T L REARH ™ . BHATER
PR AR B B (Clostridiales ) 5 FF % H ( Bacteroidales) , 5
T KL R A~ AT TTKE, UC K BRI 2 {3
DR BEIN, EG IE6R T WU W ARG, AT IR
FrFI R B B BEET UC K B W 38 T B 6 A R K 7
SRS, TS 250 5 B R IR 0 A T BURT 24 IS R
3.2 MEFEFT A UCKREHBELHENTH

A S50 i 3 TR R R I B T B 938 O UC R
FUAE R o ZFEER B 2RI . AT EE R4 T
BB R S B T HARAR , o ZREPEFI KRR th R )
ﬂ’%‘é?’ﬂ}*ﬁ‘fﬁ?, B 2 HF M K] T B A 2 [R) B4 W ) A 22
SR

o ZREVER B T2 18 v, WA I TR EE R, i 2k TR
%, UL ARG R 0 D P i 2 4%, BP0 7 B Ak 2 5t
L TCTE AN 2 1 i AR R BT OTU B, Uk B AT 52 18
BUWFEARL RS, TF5IA 0 UC BE WG EMAED R o 25
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RIS . 20T LESSe 7308, IR T ] (p__Actinobacte-
via) 7ELH A7 76 5035 22 5 , ELAE T 36 7 v 70 e 20 v g i %
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