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Progress in Research on Major Metabolic Enzymes from Intestinal Bacteria in the Transformation of Natu-

ral Drug Metabolism

BU Mengmeng, HU Jiachun, JIANG Jiandong, WANG Yan " ( State Key Laboratory of Bioactive Substance and Function of
Natural Medicines, Institute of Materia Medica, Chinese Academy of Medical Sciences/Peking Union Medical College, Betjing 100050,
China)

ABSTRACT: Natural drugs have been used in clinic for thousands of years in China, with complete and systematic theories, and are
the treasure of the Chinese nation. Among them, flavonoids, polysaccharides, iridoid glycosides, saponins and other natural drugs have
been proved to have curative effects on many diseases. Generally, the bioavailability of natural drugs absorbed in the intestine after oral
administration is relatively low. As one of the ecosystems regulating the host’s adaptation to the environment, the gut microbiota has a
two-way effect on the host’s internal and external environment, which is usually closely related to the efficacy of natural drugs. In order
to understand the mechanism of the effect of drugs that are difficult to absorb, the exploration of targeting the gut microbiota has become
a new strategy in recent years. The metabolism of natural drugs is often achieved through the enzymes produced by the gut microbiota,
which is closely related to its efficacy and safety. The research of metabolic transformation by the gut microbiota is still limited. So in
this review, we mainly discussed the characteristics of major metabolic enzymes derived from gut microbiota and the research progress
in the metabolism and transformation of natural drugs, aiming to enrich the information on the metabolism mechanism of natural drugs
under the action of gut microbiota and provide evidence for proving that gut microbiota is part of the regulation axis of other organs. It
also provides some scientific reference for deepening the understanding and cognition of the metabolism and transformation of natural
drugs under the action of intestinal bacteria.

KEY WORDS: metabolic enzyme; gut microbiota; drug metabolism; natural drug
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