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The application of single cell sequencing technology in drug development

LI Qian, WEI Wei
( Center for Drug Evaluation ,National Medical Products Administration ,Beijing 100022 , China)

[ Abstract] Single-cell sequencing advances the research of molecular biology and cell biology to the single

cell level by integrating the latest technologies such as single-cell dissociation, microfluidic, microfluidics system,
high-throughput sequencing, and bioinformatics. It is a milestone technology in the history of biotechnology. Single-
cell sequencing technology provides a new dimension for the study of basic biomedical problems such as ontogeny,
cell differentiation, cell heterogeneity in tissues, and the etiology and development of diseases, and has been widely
used. In this review, we briefly introduced the development of single cell sequencing technology and assocatied
bioinformatics methods, and reviewed its application in the process of drug development, such as study on mechanism
of disease, target discovery, drug discovery and optimization, mechanism of action and clinical trial design.
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