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Abstract: With the development of modern animal husbandry, the intensive livestock farming improves the efficiency of
rearing, but at the meantime increases the risk of transmission of infectious diseases, which has a serious impact on animal
husbandry and human health. Traditional drug treatment and breeding methods have limitations in dealing with the diseases,
and it is difficult to solve the problem at the root. The development and application of gene editing technologies provides a
new strategy for disease resistance breeding of livestock and poultry. This article reviews the development of gene editing
technologies and their application in disease resistance breeding of major livestock such as pigs, cattle and sheep, focusing
on the application of gene editing technologies in the prevention and control of important infectious diseases such as
porcine reproductive and respiratory syndrome (PRRS), swine fever (CSF), African swine fever (ASF), bovine mastitis and
tuberculosis (bTB). It is expected to provide a reference for the further research and disease resistance breeding in this field.
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Research Progress on the Characteristics of Gut Microbiota in Dogs
and Cats and the Regulatory Effects of Probiotics

ZHANG Meiting', NIU Yu', WANG Guoming’, KANG Jia', WANG Runyu', CHEN Guangyong’, YANG Caimei'"

(1. College of Animal Science and Technology, College of Veterinary Medicine, Zhejiang Hangzhou 311300, China;
2. Zhejiang Vegamax Biotechnology, Zhejiang Anji 311300, China)

Abstract: The gut microbiota plays a crucial role in regulating immune function, nutrient metabolism, and digestion and
absorption in animals, significantly influencing intestinal homeostasis and host health. In recent years, probiotics have been
widely utilized as safe and effective microecological agents to modulate the intestinal balance of dogs and cats, thereby
promoting their overall health. However, the efficacy of probiotics is influenced by factors such as strain specificity and host
variability, and their precise mechanisms require further investigation. Currently, researches on the gut microbiota of dogs and
cats are still in its early stages. This review summarizes the characteristics of the gut microbiota in dogs and cats, its impact
on nutrient metabolism and host health, and the regulatory effects of probiotics on the gut microbiota of dogs and cats. The
aim is to provide a theoretical foundation for improving intestinal health in dogs and cats and advancing the development of
functional pet foods.

Keywords: Dogs and Cats; Gut Microbiota; Probiotics
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