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Abstract: [Objective]This study conducted a diversity analysis of the fungal communities in raw milk of the
bactrian camel and the environment where they are raised. The aim was to clarify the structure and distribution
characteristics of the fungal communities, explore the impact of fungi on the quality of camel milk, and provide
scientific basis for ensuring the quality and safety of camel milk and optimizing the breeding environment.[Method]
In this experiment, raw camel milk samples, temporary storage tank milk samples, and milk tanker milk
samples from camels, as well as six sets of samples each for feed, forage, and bedding soil, were collected
from three camel breeding cooperatives. The ITS 1 amplification sequencing technology was used to analyze the
fungal community structure and diversity of the camel milk group and environmental group samples. [Result]A
total of 5 476 597 raw sequences and 4 580 307 valid sequences were obtained from 18 sample. 80 251 ASVs were
identified. The main dominant fungal genera in raw milk samples was Acrogenospora, followed by Trichosporon.
In the environmental group, the dominant genus was Aschersonia, in the forage was Aspergillus, and in the soil
pad was Acrogenospora. In the camel milk group and the environmental group, the dominant fungal phyla were
Ascomycota and Basidiomycota. Compared with the camel milk group, the fungal diversity in the environmental
group showed significant differences (P<<0.05) . There were certain differences in the fungal community structure
among different sampling sites, and the community structure and abundance were significantly different.[Conclusion]
There were significant differences in the diversity of camel milk and environmental fungi among the three camel
breeding cooperatives. Some fungi could degrade the proteins and fats in camel milk, thereby affecting the quality
of the milk. The composition of the camel milk fungal community is closely related to the breeding environment and
there is a risk of cross-contamination. Therefore, trengthening environmental control and fungal monitoring can
effectively ensure the quality of camel milk.
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Table 1 Results of Sample Sequencing and Fungal Diversity Analysis

BEAGE % RESg S JFUGFE EHRTE mREFS] ASVs B R E
N AR % (% (% D T W B & J® A
YTI-1 300 446 300 041 281103 600 2 8 12 13 11 12
I = O ZHI1-1 309 303 286 287 270919 952 2 8 12 13 12 11
RTI-1 310 839 237522 204 161 1111 2 8 12 14 11 16
YT1-2 298 439 297 478 288 241 270 2 8 13 14 11 10
Ly ZH1-2 309 400 233 795 203 129 1039 2 8 12 13 12 13
RT1-2 303 701 233 418 206 722 1065 2 8 12 13 13 19
YT1-3 305 632 305 098 287 661 991 2 8 12 13 11 13
Wi i b 4 ZH1-3 296 668 296 177 279 725 771 2 8 12 13 13 13
RT1-3 307 450 235050 220 009 748 2 8 12 14 11 17
YT1-4 294 780 237702 206 063 4052 2 8 13 23 41 105
Ak} ZH1-4 308 999 234 124 190 196 4152 2 8 13 14 13 28
RT1-4 302 602 229182 173 645 4835 2 8 12 13 14 34
YT1-5 309 944 235988 168 450 15618 2 8 13 23 39 106
(LA ZH1-5 308 591 307 072 275 366 3033 2 8 12 14 15 32
RT1-5 298 738 224517 217 355 220 2 8 13 14 11 14
YT1-6 304 293 229 559 183 531 14364 2 9 18 24 36 90
i ZH1-6 297 193 224295 172 202 17008 2 8 16 21 45 115
RT1-6 309 579 233 002 165 563 9422 2 15 25 39 79
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Figure 4 Relative Abundance of Raw Milk Species in 3 Camel Breeding Cooperatives
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Figure 5 Relative Abundance Map of Species in the Environmental Samples of 3 Camel Breeding Cooperatives
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