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Abstract: Metabolomics technology played an important role in the field of biomedical research, such as
disease diagnosis, pathogenesis analysis, drug target exploration, formulation of treatment guidelines, etc. Due to
the systematic and holistic characteristics of metabolomics research, it has shown certain advantages in the analysis
of the basis of pharmacodynamic substances of traditional Chinese medicines and the development of new medicines
from traditional Chinese medicines. With the continuous innovation of metabolomics research, many advanced
technologies have been developed, which make up for the shortcomings of conventional metabolomics studies in
searching for disease targets, identifying functional compounds and interpreting biological significance. Furthermore,
the rapid development of metabolomics technology has created new opportunities for the diagnosis of diseases and
the development of new drugs in traditional Chinese medicine. Herein, different from conventional metabolomics
techniques and methods, nine new metabolomics technologies with wide application prospects in the past 10 years
were reviewed from the perspective of new tools, new ideas and new samples, with a view to providing new
insights on relevant metabolomics research in the biomedical field and providing new motivation for innovation
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and development of metabolomics technologies.
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Figure 1 The procedure for conventional metabolomics research
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Figure 2 The procedure for "C,-glucose stable isotope tracer metabonomics research
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Figure 3 The procedure for mass spectrometry imaging spatial metabolomics research. MALDI: Matrix-assisted laser desorption/ionization
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