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Integrated medicinal chemistry: new modalities and methodologies
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Abstract: New drug research and development is a technology-intensive industry with high investment, high
cycle and high risk. In recent years, with the rapid development of modern disciplines such as omics technology,
bioinformatics, high-throughput and high-content screening, and artificial intelligence, the research and develop-
ment of small-molecule drugs has presented a new paradigm characterized by "integrated medicinal chemistry".
This review summarizes new enabling drug discovery technologies, the emergence of new subfields formed
through integration innovations and practical chemistry toolbox in the field of medicinal chemistry.
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Figure 1 Overview of new enabling drug discovery technologies, the emergence of new subfields via integration innovations and practical

chemistry toolbox in medicinal chemistry
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o HHT, FLE 5 21 R FE S )RR BG4 N TR e
KRB T2 B T8 250 00 25 4 B2 bR Tt
25— S kR AH EAE P00 259 A R 2R T L R AR R
YRR Nk 25 5y - ik X 2% ADMET 3 45 8
iR ) S AR T PLTL, AV B 4k 2 L fl
A BCONFRHER) B )& 4R (automated synthesis)
55 ON T AE 10 IR FE Rl 5122070 0 10 ok B e 2 M AL A
(intelligent medicinal chemistry) Hr i X,

B TTRK: R X8 SCHEAT B AR A AL SR RMZ B3 R
AT 25 T A SRS IR 18 SCHEAT BAK IR =
RS T 115 37 WA AE R 2 R
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