- 28 - 2% 53R Acta Pharmaceutica Sinica 2018, 53 (1): 28-36

MEE SR p-AERE NDM-1 IR R

LEG RAEY, HEE T
(RHEEKSE 1 Rl SHARR, 2. R BURZE I 5 Th A s T Asese s, Rad 300072)

W2 2010 FFE RIGERSER SR g-ABEIZEE (NDM-1) 8K IL-FITH B-WBIREAR, 4
NDM-1 MBI AR A B - HTEZ AP R, Bl Ll B /a8 58 4 18 BB A 4l B R 4 1
Do PR G AT of B 2 A T 400 ) 7 B BB 25 0 AL LA BN — AN TR R B 7T 7 . AR SCHE NDM-1 #1701
WL DU i B R OR AT S5 T VR o0 A . BRI R

KR HLANEE,; NDM-1; IR &8 p-H BEiKES

FE %S RI16 HKFRIRED: A Y E S 0513-4870 (2018) 01-0028-09

Advancesin the study of New Delhi metallo-#-lactamase 1
MA Yu-ru', ZHAO Hong-xia", GAO Qing-zhi* #

(1. School of Pharmaceutical Science and Technology, 2. Tianjin Key Laboratory for Modern Drug Delivery and
High-Efficiency, Tianjin University, Tianjin 300072, China)

Abstract: The New Delhi metallo-g-lactamase-1 (NDM-1) was first reported in 2010, detected in a
Klebsiella pneumoniae isolate from a Swedish patient of Indian origin. It has recently attracted extensive
attention for its biological activities to catalyze the hydrolysis of ailmost all of g-lactam antibiotics. The gene
for NDM-1 can spread from one strain of bacteria to another by horizontal gene transfer. The most troubling
aspect is that there are currently no clinically available inhibitors to block the metallo- s-lactamase action.
Therefore, there is urgent need to develop new NDM-1 inhibitors, which can protect p-lactam antibiotics from

the hydrolysis effect of NDM-1.
NDM-1 inhibitors are summarized.

In this review, the current research, drug-assistant mechanism and potential
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Figurel Thecrystal structure of NDM-1
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Figure 2  Proposed mechanism for the NDM-1-catalyzed
hydrolysis of S-lactamase
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Figure3 The hydrolyzing mechanism of f-lactamase
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Figure4 NDM-1 inhibitors with captopril anal ogues
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Figure5 NDM-1 inhibitors (chromone and oxazole)
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