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Abstract: The gut microbiota takes part in many in vivo important physiological activities of host, such as the
substance metabolism and energy exchange, etc. The interaction between the host and the intestinal microorganisms
has attracted scholars' attention. Flavonoids are a group of polyphenol compounds widely found in natural plants,
with the bioactive effect of regulation of glucose and lipid metabolism, anti-inflammation. However, their low
bioavailability cause difficulty to clarify the effective substances and the mechanism of flavonoids. Apart from the
metabolic effects of liver on flavonoids, recent studies have shown that the gut microbiota can interact with
flavonoids. On the one hand, flavonoids can be metabolized by gut microbiota and subsequent metabolites can
produce pharmacological activities different from the parent components. On the other hand, flavonoids and their
metabolites can in turn regulate the composition and physiological activities of the intestinal flora, which seems to
provide a new insight for the research on the effective substances of flavonoids. In this review, we introduced

the metabolic characteristics of flavonoids under the actions of intestinal bacteria, and the regulation effects of
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flavonoids on gut microbiota was also summarized. Meanwhile, the therapeutic effect of flavonoids under the

action of intestinal bacteria was discussed.
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Figure 1 The basic structures of flavonoids
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Figure 2 Examples of deglycosylation pathways of flavonoids by gut microbiota (strain CG19-1 (a) and Eubacterium ramulus (b))"""
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Figure 3 Metabolic pathways of demethylation (above) and dehydroxylation (below) of flavonoids™. (above) Demethylation of 5,7,4'-
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(-)-epicatechin by Eggerthella sp. SDG-2 and Strain CAT-1
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Figure 5 The interaction between flavonoids and gut microbiota
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