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Abstract: Autophagy is a widespread and unique degradation process in eukaryotic cells. When cells are under
various stress conditions such as nutritional deficiencies, growth factor deficiencies or hypoxia, autophagy will be
initiated to maintain the stability of the internal environment and ensure normal proliferation and differentiation. At
present, research on autophagy-related targets is mostly focused on tumor cells. In contrast, research on fungal
autophagy targets is still limited. Autophagy plays an important role in growth, development and morphological
changes of fungal cells, suggesting that research on fungal autophagy as a drug target should be useful. This article
reviews the signal regulation and detection strategies for autophagy in fungal cells, and provides a research basis

for the screening of antifungal drugs targeting autophagy-related proteins.
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Figure 1 The process of autophagy
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Target of rapamycin; Atg: Autophagy-related protein; PAS: Pre-
autophagosomal
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TR 22 950 7K 5 P 11 B A1 DA R TR 22 TR 25 W S5 IR RO
I, B IR 25 S 00 B RS, R 8 B I R 22 DR

Quintanilla Z5EEEFF 1 —Fofr bR 3k v 280 19 3 7 2%
Sk RAE TH 22 58 FE 1 K/, it 50 38 0 0k Lo A 3 th 85
(Aspergillus nidulans, B 4= B0) i 44 5Ll 5 98 4 &
(Anatg8a, k2 H MEAZ O K ATGS) fE L TR R 5
SR K R o SR AR T R TR 22 5 E, 45 SRR I AE XY
HRSR AT, R 73 TR A 1 TRT 22 9 FiZ LG B A R ) R 22 9 T
§59; ERMMER B SR T, R E258E S
SEA PR B 225 AN LUt B AR . 45 R,
B T 22 5 5 W A AE — 8 IO TG &R, 4 3L ith 35 2%
AR A ] A% 0 TR ATG8 i 2 5 8 [ 52 B 041,
PR] 22 558 PS5 A 2Rk 55 o DL, 00 R A 2 T R TR K /)N
R S 0 T A P R KT — R T B
7 EEBEAEMAR

H i, BN AT B W 245 58 1B 7T 22 4 A2 IR 40
M E RIS . KR I PR BT FCUE B, i) B e a] DLk
FIE VR IT BUR, PR € T 25 K DR 50 (1) Zh P i e A Y
oh, bR E S R AR R A O T B TR .
% (chloroquine, CQ) Ff1¥Z 3 & ¥ (hydroxychloroquine,
HCQ) 72 3 E &1 i M 254 & B )5 (FDA) Stk #E 1) 4-
AW RTIEZY), TEH TIRITIER R RIB IR
R RGN DERIE I . HLAh, AR R g
AT DAV Bl AR IR, FHLLE B R 5 v B AR R RS, AT
T B RS, PR S AT ARy B R AR BT T
TR IR R R IGHT 78 . Vps34-IN-1 (1] Vps34).Mdivi-1
(490 1] 2 BLAA [ 1) A NSC185058 (31 il ATG4B) 4% [
Mg 00 481 7] 1 Ak T 1l R U RIE 9, 2T WA SGE R EAT
PR 20 & — AR T a4 08T g

H AT, A AT 5L B TR 48 i B R PR R T AL T
B W B, I B AR LR B 24 A S AT S AR
. EOR, BRI R R R AH OCHR E Atg £E R JR H
WK Z AR E A, (H2, H Aok &K ER X Atg
PR R A . EBE TN DU LT B R AL
AR WA O BE TR L B A R R AR — 5 TR R
filh b, a0 SR — PR REAS i B AR T R A
I BB, B AR T 45 B0 1R 40 i B R O RE B E
R PN ) E R KT, B R Ik L R D B R R
RHT A E 7% RE .

Benhamou S50 T [ Bk T SR AT I B 259
AR E I BT A BARTRAE, FEIE 1 B A e Mk
PIE W AYIF IR E . REWRPIEEAYE
FEWG R T2 N, AR 96T FEAE 300 40 B P9 55 RN & 7
(R A 1] BT R AT B AR ZE . BRI, O 260 F R 1A | ) R e
FRIE i e e S5 I ST B B 2 8 B PN DR ST A% 0 25
s — AN A R R R — S = e B R ER, SCHR R
TE [ 3 A I 2 5 SR W) g 9 Ol e bl B PHis Tk
GLBLAN Cyanineb (Cy5) Gukh 5 258 O 57 1% 0 25 46 EE 452
BRI X PR GERET S8 RE A8 2 L B 1
A ER B SCH314 41 f I ZR ik HLI R FE T — 2 P H
BIEPE . BEAh, Liu 2R BT At W 20 Rl 28 b 4
W5 P B30T 41 40 2 AR EF HQO, LA EF A 45 N K
BRI MR 2SR (B SO AR TR R . DL ERAR R EE A
Atg 1 N4 3T T LE 250 R B0 051, Wi IF & il
e B S 7 ) BT A1 R U 5 e B A R 4T
JH 1 W P A8 o0 T IR, TP B W T Ok R
AR R L.

8 REMRE

S L S R FRORE A R A, T 4R RE N R BRI AR,
N 4 52 A0 SR AR R 2= 4545 o 1 Wk 7 3
el kA R ARG TT I FE R AR R AR AR, BE
A e 2 S B AR AL, R R R I B A A T
ML B AT REAE BT L B 24 197 R, AT R A
(4 FH 7 A5 T 00 7 A i 245 1 B RO HE B AR,
S WA 470 3L B 24 00T BB R IR R T AR . BRI,
HEETEA R R B R R AR B, AW — A3
AW GBS, AR — 1 FAN, Bg G B WK
Az B 20 P BT AL B B B AR AS 2 R A R U U5 v,
W AT S

BT, AR S 2000 4 8, B kT B
HAE AW R R, (R T 3 Wk AT 470 3 B 25 W IR R AT
AELEAR KPR AR, FE OB AE Tt ek o 0 42 005 Ji L 7
EA R B B BN OER AR = E A
JR2H 2 B 7 VR R 9T B WIS R AR R, A BRI
B AR BORT AR R, XK BT e B B R TR
JRECTE R R AT RE, K A DL E R A SR BT
T R i 16 24 40 B kA

EEREK: TEEE S5 70t Fha ol 5
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