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Resear ch progress of circRNA in cancer
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Abstract: Circular RNA (circRNA) is a non-coding closed-loop single-stranded RNA molecule lacking the
5" end cap and the 3' poly (A) tail. Circular RNA is more abundant and stable than linear mRNA, and its
expression is more conservative and specific. circRNA regulates cancer development through a variety of
mechanisms, including miRNA sponges, regulating gene transcription, regulating RNA-binding proteins, and
protein translation. This review summarizes the role of circRNA in cancer and helps to develop new clinical

diagnostic techniques and treatments.
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Table1l Partial circRNA function and clinical significance
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175 AT o TIAT BRI 48 0T DU il 5 %A
SEAHAMAAME SIRNA SRELAE0@E M circRNA, 5%
FiEE 5N 5HT mRNA 15 8IS 5 BANEI R X
BT T B8 . 1A T R 4
CircRNA [k, nf U@ a7 FRE AT
CircRNA KIA (1) DNA &R ILAME PR IA . circRNA
28 18 JE R A R IR A L A B ) B 4 A R
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circRNA Cancer Function Clinical significance Ref.

circMTO1 Hepatocellular carcinoma  Suppresses cell proliferation and invasion  Low circMTOL had a poor prognosis [41]

circZKSCAN1  Hepatocellular carcinoma  Inhibits cell proliferation, migration, Serves as a potential dignostic marker [49]
and invasion

circHIAT1 Clear cell renal cell Inhibits cell migration and invasion Low circHIAT1 predicted a poor prognosis [50]

carcinoma

circHIPK3 Bladder cancer Inhibits cell migration, invasion, and circHIPK3 negatively correlated with bladder [42]
angiogenesis cancer grade, invasion and lymph node metastasis

circFBXW7 Glioblastoma Inhibits cell proliferation and cell cycle Low circFBXW?7 predicted a poor prognosis [51]
acceleration

circCCDC66 Colorectal cancer Promotes cancer cell proliferation, High circCCDCB66 predicted a poor prognosis [52]
migration, and metastasis

CiRS-7 Colorectal cancer Promotes cell proliferation, migration, High ciRS-7 correlated with poor prognosis [53]
and invasion

circPVT1 Gastric cancer Promotes cell proliferation Low circPVT1 correlated with poor prognosis [31]

circTTBK2 Glioma Promotes cell proliferation, migration, circTTBK2 positively correlated with the [54]
and invasion pathological grades of glioma

circMYLK Bladder cancer Accelerates cell proliferation, invasion High circMYLK correlated with low survival [55]
and angiogenesis rates
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%o circRNAs 5 H AR 741 miRNA. 2 H 55 )
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