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Abstract Objective: To provide reference for quality control and authenticity identification of Arnebiae Radix
medicinal materials and decoction pieces in the market. By studied on the ITS2 sequences’ characters of imported
Arnebiae Radix, based on DNA barcoding and PCR — RFLP technologies. Methods: The ITS2 region was select-
ed as the DNA barcode sequence for comparison and identification of imported Arnebiae Radix and reference
medicinal materials. The ITS2 sequences of imported Arnebiae Radix from different sources with reference medici-

nal materials were compared based on DNA barcoding and PCR — RFLP technologies. Results: After the
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restriction endonucliase Alul enzyme digestion, the agarose — gel electrophoresis results of 39 imported Arnebiae
Radix samples showed that, only DH3 had bands at around 500 bp, and none bands between 100 bp and 300 bp.
And the results of other imported Arnebiae Radix samples had two or three obvious bands between 100 bp and 300
bp. The ITS2 sequences of imported Arnebiae Radix samples were compared with the reference medicinal materi-
als, among which DH3 had the largest differences of 15 bases compared to the reference medicinal materials, the
ITS2 sequence of F2 was same to the reference medicinal materials, and other imported Arnebiae Radix samples
had 1 -9 bases difference compared to the reference medicinal materials. The clustering results showed that the
imported Arnebiae Radix sample DH3 was clearly distinguished from other imported Arnebiae Radix samples and
reference medicinal materials which was in a single branch. There were 14 samples, which were clustered together
with the reference medicinal materials in one branch with support rate =50% . Conclusion: The ITS2 region is
selected to compare the similarities and differences of ITS2 sequences between imported Arnebiae Radix samples
and reference medicinal materials based on DNA barcode and PCR — RFLP technologies, which provids a refer-
ence for effective identification of Arnebiae Radix medicinal materials and decoction pieces, and a strong guaran-
tee for market supervision of Arnebiae Radix medicinal materials.

Keywords : imported Arnebiae Radix; internal transcribed spacer 2 (ITS2) ; DNA barcoding; restriction endonu-

clease; polymerase chain reaction — restriction fragment length polymorphism( PCR — RFLP)
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Fig. 1 The agarose gel electrophoresis results of enzyme — digested product from imported Arnebiae Radix and Arnebiae Radix reference drug
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Tab.1 The variation point information of imported Arnebiae Radix and Arnebiae Radix reference drug
= WFL(7 2 (nucleotide site)
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Fig. 2 Establish the phylogenetic tree of the ITS2 sequences from
imported Arnebiae Radix and Arnebiae Radix reference drug based
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