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Study on the virulence and drug - resistant characteristics of

Klebsiella pneumoniae in foods sold , Guizhou
LUO Xin —xu, XIANG Jing — zhu, ZHANG De - zhu, ZHOU Qian, ZHENG Qin - ni, ZHOU Li
Guizhou provincial Center for Disease Control and Prevention, Guiyang, Guizhou 550004 , China
Abstract : Objective To investigate the molecular typing, virulence and antimicrobial resistance characteristics of food — borne
Klebsiella pneumoniae in Guizhou Province, providing scientific evidence for targeted food safety risk assessment and regulatory
decision — making in our province. Methods A total of 38 strains of Klebsiella pneumoniae were isolated from pre — packaged
chilled ready — to — eat food and pig livers in 9 cities (states) of Guizhou Province from 2023 to 2024. Strains were screened by
string test, whole genome sequencing and antimicrobial susceptibility test. Results Four hypermucoviscous Klebsiella
pneumoniae strains were isolated from 38 isolates. Through whole genome sequence analysis, 20 KL types, 30 ST types, 80
virulence genes and 35 drug resistance genes were obtained. ST 37 was the main strain. HmKp of ST65 — KL2 carried iucA,
iroB, ybtS, rmpA and clb genes, while ST490 — KL3 carried iucA, iroB, ybtS and allS genes. The main B - lactamase
resistance genes were blag,, ,; blag, ,, blay, ,. 5 of the strains carried bla,y,_,, gene. The results of antibiotic
susceptibility tests showed that the top five resistant antibiotics were ampicillin, tetracycline, chloramphenicol, florfenicol and
sulfamethoxazole/ trimethoprim, with resistance rates of 81.58% , 50.0% , 44.74% , 44.74% and 28. 95% respectively. All
isolates were sensitive to carbapenems. Conclusion  The prevalence of virulence genes in Klebsiella pneumoniae in food in
Guizhou Province is high, with a strong pathogenic potencial. The ST types and KL types of the strains are diverse.
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Table 1 Virulence gene detection results
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Table 2 Antibiotic Resistance gene detection results
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Table 3 Antibiotic Resistance Status(n =38)
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Ak vA T
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Fig.3 Antibiotic resistance genes and spectrum of 38 strains of Klebsiella pneumoniae
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