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Abstract: Objective To investigate the prevalence of seasonal human coronaviruses (sHCoV) in acute respiratory infection
cases in selected medical institutions in Shanghai before and after the COVID -19 pandemic. Methods A retrospective
analysis was conducted on respiratory samples from 11 794 acute respiratory infection cases collected between January 2016
and December 2023 at nine medical institutions. Multiplex PCR was used to detect sHCoV, and the y* tests were performed
to compare detection rates across three periods (pre —pandemic, during the pandemic, and post—pandemic) and to assess
changes in epidemic characteristics. Results Among the 11 794 respiratory samples, the overall detection rate of eight
common respiratory viruses declined significantly during and after the pandemic. The overall detection rate of sHCoV was
3.47% (409/11 794), decreasing to 1.58% (55/2 259) during the pandemic and further to 1.42% (32/3 482) post—pandemic
(P<0.001). Before the pandemic, sHCoV circulated year—round, with peak activity from March to September. During the
pandemic, the peak shifted to July-December, whereas post—pandemic, detections were observed throughout the year without
a clear seasonal peak. Before the pandemic, the four sHCoV subtypes circulated alternately, with HCoV-NL63 being the most
prevalent and remaining stable during the pandemic. However, post-pandemic, HCoV-229E became dominant, and subtype—
specific trends shifted. Notably, HCoV-229E transitioned from a biphasic to a monophasic pattern, and re—emerging with a
biphasic trend post—pandemic. The peak circulation periods of HCoV-HKU1 and HCoV-0C43 were delayed by 5-8 months,
whereas HCoV -NL63 was not detected in the post—pandemic period. Conclusion The COVID -19 pandemic may have

influenced the transmission patterns of sHCoV. After the pandemic, there was a decrease in the detection rate of sHCoV, a
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delayed seasonal peak, and changes in the viral subtype composition. Continued monitoring of these trends is essential to

provide scientific support for respiratory infection prevention and control strategies.
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Table 1 Demographic characteristics of acute respiratory infection cases [ n(%) |
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Table 2 Detection of common respiratory viruses in acute respiratory infection cases before, during and after COVID-19 pandemic

[n(%)]
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Table 3 Detection of sHCoV in acute respiratory infection cases before, during and after COVID-19 pandemic [ n(%) ]

PEAFRT (n=6 053) PEAN] (n=3 482) PN A (n=2259) 1 Py
HCoV-229E 87(1.44) 11(0.32) 18(0.80) 91.259 <0.001
HCoV-HKU1 25(0.41) 12(0.34) 3(0.13) 18.350 <0.001
HCoV-NL63 128(2.11) 23(0.66) 0(0.00) 185.020 <0.001
HCoV-0C43 82(1.35) 9(0.26) 11(0.49) 101.706 <0.001
it 322(5.32) 55(1.58) 32(1.42) 108.952 <0.001
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