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The impact of human contact and mobility patterns on infectious disease
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Abstract: Human contact and mobility patterns are significant social behavioral drivers of infectious disease transmission.
They aid in understanding how pathogens spread from person to person and the potential for disease outbreaks or even
pandemics due to human mobility. Quantitative measurements of interpersonal contact and mobility patterns are essential for
accurately understanding how infectious diseases spread among individuals and their spatial diffusion patterns, as well as for
determining effective intervention measures. Integrating human contact and mobility data with infectious disease dynamics
modeling can significantly enhance the accuracy of model predictions, providing key parameters for simulating disease
transmission dynamics and forecasting alerts. This paper reviews the progress of research on human contact and mobility
patterns both domestically and internationally, summarizes the critical importance of these behaviors in the transmission of
infectious diseases, and highlights the difficulties and challenges present in this field. The aim is to call for increased
attention to research on human contact and mobility, providing crucial scientific support for the prediction, warning, and
precise control of infectious diseases.
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Figure 1 Relationship between human contact and mobility patterns and the spread of infectious diseases
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Figure 2 Application of human contact and mobility patterns in the dynamic model of infectious disease transmission
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