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roles in the biosynthesis of complex bioactive natural products. These proteins are widely
distributed in various organisms including bacteria and fungi. However, research on proteins of this

family is relatively limited at present. We reviewed the research progress on proteins of Snoal
family. The review not only provides beneficial guidance for the subsequent functional

identification and mechanism research of related proteins but also helps to discover novel
biocatalytic tools, laying a foundation for the research of bioactive molecule biosynthesis.
Keywords: Snoal. family proteins; type of reactions; catalytic mechanism; classification; nuclear

transport factor 2 (NTF2)-like superfamily
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Figure 1

SnoalL family proteins catalyze polyketide cyclization reactions. A: Snoal. and Snoal2 in the

biosynthetic pathway of nogalamycin; B: AurE and AstE in the biosynthetic pathway of two fungal mycotoxins

Aurovertin E and Asteltoxin.
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biosynthetic pathway of FR900452. The abbreviation
of the ACP domain refers to acyl carrier protein.

The catalytic function of MarP in the
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Figure 3  The catalytic function of AN7910 in the biosynthetic pathway of diorcinol.
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Figure 5 The catalytic functions of IdmH, NgnD, and SdnG. A: The DA-ase IdmH in the biosynthetic pathway
of indanomycin; B: The pericyclase NgnD in the biosynthetic pathway of streptoseomycin; C: The DA-ase SdnG

in the biosynthetic pathway of sordarin.
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