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Effects of nicotinamide mononucleotide/nicotinamide riboside
supplementation on gut microbiota and metabolites in mice

NI Bing, ZHU Lili, CHEN Hao, SHI Xin’e, JIN Jianjun"

Key Laboratory of Animal Genetic Breeding and Reproduction in Shaanxi Province, College of Animal Science and

Technology, Northwest A&F University, Yangling, Shaanxi, China

Abstract: Nicotinamide mononucleotide (NMN) and nicotinamide riboside (NR) are two
precursors of the redox coenzyme nicotinamide adenine dinucleotide (NAD). Due to their ability to
effectively increase NAD levels without toxic side effects, they have garnered significant attention.
[Objective] This study employed an integrated approach combining metabolomics and 16S rRNA
gene sequencing to investigate and compare the effects of NMN or NR supplementation on growth
performance, intestinal health, gut microbiota, and metabolites in mice. [Methods] Male C57 mice
were randomly allocated into a control group and two experimental groups. The experimental
groups received drinking water supplemented with NMN or NR via gavage. Non-targeted
metabolomics analysis and 16S rRNA gene sequencing were conducted to systematically
investigate the alterations in endogenous metabolites and gut microbiota composition. Furthermore,
the expression levels of associated factors were quantified by PCR. [Results] Compared with the
control group, supplementation with NMN or NR increased the richness and diversity and
improved the composition of gut microbiota in mice, with NMN showing greater efficacy.
Additionally, both NMN and NR supplementation significantly upregulated the expression levels of
metabolites associated with anti-inflammatory and antioxidant activities. PCR results indicated that
both NMN and NR suppressed the expression of pro-inflammatory cytokines. Furthermore, NMN
supplementation significantly increased the number of goblet cells in the colon, thereby enhancing
the intestinal barrier function. [Conclusion]| Dietary supplementation with NMN or NR improves
the gut microbiota composition in mice, elevates the levels of beneficial metabolites, and inhibits
the expression of pro-inflammatory cytokines.

Keywords: gut microbiota; metabolomics; nicotinamide mononucleotide; nicotinamide riboside
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Table 1 PCR primer used in this study

Primers name Primer sequences (5'—3")

TNF-o-F GGTGCCTATGTCTCAGCCTCTT
TNF-0-R GCCATAGAACTGATGAGAGGGAG
IL-1B-F GAAATGCCACCTTTTGACAGTG
IL-1B-R TGGATGCTCTCATCAGGACAG
NF-xB-F GACACGACAGAATCCTCAGCATCC
NF-kB-R CCACCAGCAGCAGCAGACATG
IL-6-F TGCAAGAGACTTCCATCCAGT
IL-6-R GTGAAGTAGGGAAGGCCG
B-actin-F GTCCACCTTCCAGCAGATGT
B-actin-R GAAAGGGTGTAAAACGCAGC
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Figure 1 Effects of feeding NMN or NR on growth performance of mice. A: Changes in mouse body weight; B:
Statistics of mouse food intake; C: Statistics of mouse muscle, fat and liver tissue weight (QU: Quadriceps
femoris; GAS: Gastrocnemius; TA: Tibialis anterior; SOL: Soleus; EDL: Extensor digitorum longus; iWAT:
Inguinal white adipose tissue; eWAT: Epididymal white adipose tissue; BAT: Brown adipose tissue); D: Statistics

of mouse running distance; E: Statistics of mouse running time; F: Statistics of mouse grasping ability.
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Figure 2  Effects of feeding NMN or NR on intestinal morphology in mice. A: H&E staining results of mouse
intestine; B: Alcian blue staining results of mouse colon; C: Statistics of mouse small intestinal villus height; D:
Statistics of mouse small intestinal crypt depth; E: Ratio of mouse intestinal villus height to crypt depth (V/C); F:

Statistics of mouse colon goblet cells.
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Figure 3  Effects of feeding NMN or NR on intestinal inflammatory factors in mice. A: PCR expression results

of tumor necrosis factor-a (TNF-a); B: PCR expression results of interleukin 6 (IL-6); C: PCR expression results

of nuclear factor kappa-light-chain-enhancer of activated B cells; D: PCR expression results of interleukin-1§

(IL-1p).
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Figure 4 Effects of feeding NMN and NR on intestinal microbial diversity in mice. A: Comparative analysis of
gut microbial alpha diversity between the control group and the NMN-treated group in mice; B: Comparative
analysis of gut microbial alpha diversity between the control group and the NR-treated group in mice; C:

Comparative analysis of gut microbial alpha diversity among the control group, NMN-treated group, and NR-

treated group in mice.
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