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BE: B8 mad RN 2 LR (MM) RS W R S R I AR . ﬁﬁ?{%/\ 2020
4E 5 7 2024 4F 5 T BIMIGA DR 68 1] MM %, FIHREHL > o ULEE4H (34 1)) %m,ﬂﬁéﬂ (34 4]) o MELLH
BRI NP A RS WO TS VA, SRR L gieWiris . SE8R  fR2Wnieh = m, Wt
W IE AR AR DR AR 43 0o 31 600 3 4], 22l 91.2%; XT REZLIZ T IE A FES D2 A 5 o3 3R 23 491 11
i, mﬂ?«ﬁf@%};jy 67.62%, MELHE E, P<0.05, FEHUSITAGNT L5, MEL 1SS 40 1, 1SS 43+ 11, 1SS 43
WL, S fE AR IR 25k 10 B, 150, o il 12 ], FiUSPEAGHERIR N 85.3%; XFHRZH 1SS 434 1. 1SS 43
HHTL, 1SS 43M T, @ s m iR ik 8 il 13 4. 13 fl. 8 i, TS TPANMERIRN 67.6%, WMEM TG IT
A ERf R I g X AL R B A R . T BAAE RS 94.1% . 70.6%, XTIRALEA R Tt BAAF
BN 82.4% . 52.9%, HLLRULIERA BAETER, ik RAEFRY TS, P<0.05. 4ie HHEWTFHAFHT
MM (R L BRI ERIRI T T e, $RTH BB I AEAPR AV G T, eI RS b EL & i A M (B
X8R ZAPEEEER; RN B2k BUS T,

Early diagnosis and prognosis assessment of multiple myeloma based on
gene sequencing
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ABSTRACT: Objective To evaluate the early diagnosis and prognosis of multiple myeloma (MM) by gene sequencing
technology. Methods 68 patients with MM admitted from May 2020 to May 2024 were randomly divided into observation
group (34 cases) and control group (34 cases). Patients in the observation group received early diagnosis and prognosis
assessment related to gene sequencing, while those in the control group received traditional diagnosis methods. Results In
the early diagnosis accuracy, the number of correct and wrong diagnoses in the observation group was 31 cases and 3 cases,
respectively, and the diagnosis accuracy was 91.2%. The number of correct and wrong diagnoses in control group was 23
cases and 11 cases, respectively, the diagnostic accuracy was 67.62%, and the observation group was higher (P < 0.05). In
the observation group, the number of ISS stage I, ISS Stage II, ISS Stage III and high-risk mutation detection were 10 cases,
15 cases, 9 cases and 12 cases, respectively, and the accuracy of prognosis assessment was 85.3%. In the control group, there
were 8 cases of ISS stage I, 13 cases of ISS stage II, 13 cases of ISS stage III and 8 cases of high-risk mutation detection,
respectively. The accuracy of prognosis assessment was 67.6%, and the accuracy of prognosis assessment in the observation
group was significantly higher than that in the control group. The overall survival rate and progression-free survival rate were
94.1% and 70.6% in the observation group, and 82.4% and 52.9% in the control group, respectively, which were higher in
the observation group (P < 0.05). Conclusion Gene sequencing technology is helpful to the early detection of MM and
the formulation of personalized treatment plan, improve the survival rate and quality of life of patients, and has the value of
application and promotion in clinical practice.
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Z kM E 6 (Multiple Myeloma, MM) & —F 44 3% 41
OB I S k= i A e ) O g 8 T B R iR =
SRR I, HIIREI EE Z Ra R, REEFERIGT F&
AL, QU A [ 2454 R0 G i (4 R PR A R A A
A FTIER, B MM {8k —FsfE LUA @ gems, H2808 s
HRIIBIT G A1 8 K. B, F 2B REs 09 105 1A
X TG R IR YT AR A A T R B, (B40 MM 12
W RS PEAS T B BRI TR A5 5% . i 2 R B R v R S T
oo BRI, BCEETy R AE U & BN A SRS TN AR A
AT T HAFAE R B . B SRy AR il & g, R
Rl T (Next-Generation Sequencing, NGS) 430 MM (&
PR ARG, OO IR R 2 F LG B MR IE T i #T
W M, AR SCE R IR 5 7 22 % R S I R 7
JEPEAL R BRI, IR AR A U BT SRR

1

1.1

ARG H 2020 4E 5 H % 2024 4 5 H BMERI2HY 68 1
LRV ERER R EIRE R 45 2 75 % 4R IR (60.5£5.4) ¥
M4 A S AN R, BE2H 34 5] B, T34k 18 4],
ok 16 il XFIRLAR, BE 176, otk 17 B, Wi RE
PRI L E i 2R (P>0.05), HA T k.
1.2

MEBABHEERZ G, RASEENFHEAR (NGS) 17
FEDI P43, T8 X AN i A SRR A F ) S I (R 2 AR 1E
TR, 324145 KRAS. NRAS. TP53. BRAF %4 5% & %
SR AR S A R AR 28 AR FE I A FE AL HG DNA $EH, #m)
FERAL Y LA A5 B 220 hT, e e R 4R 4 o %
A ZH FR 3 ISR FEAG G SE G A 5 3%, A3 BTG AG: A4l

BEN S H I AN AT L), Go 8 I8 a2 A ORI I T H A MR
PLR LTS M8 P R A ARG, R ot B dr s Wi A s
1.3

(1) P WAER R . HE 2 AE R I2 W 2 v B
A AERGR . (2) FUSPEAL . KM E PR TS F5 40 (ISS) X
RIS HEATPPAL, I8 G L DR 28 28 ARG I 235 SR 43 At L6t T 1T
ARSI . (3) AA7 . CRIF LML B E B A (0S)
KTt eAAE M (PFS).
1.4

SPSS21.0 F\F4rHrmi 4 &, AREe /B (X +s) 5@
)5k, P<0.05 TR B s A X,

2

2.1
M5 2 3 F 3 BRI R A R 092 v G RO 91.2%
(31/34), BFE THIAM 67.6% (23/34), ZHHALH¥E X
(P<0.05), WA 3 HlEH W, mXTIRAA 11 flR
LR, BRI ILEE 1.
1

Table 1 Comparison of early diagnosis accuracy between the two
groups
2051 1% (n) BWIER  2WiER BRI R (%)
ML 34 31 3 91.2
Xf HEZH 34 23 11 67.6
ba — — — 2.308
P1iA — — — <0.05

2.2

FRIE 1SS A3 M FNFE DRI P 45 %, LB 4 1) I TPA M %
H 85.3% (29/34), B m TXIBLALN 67.6% (23/34), A HEA
Gl L (P<0.05), WLEALR A 12 40K I 38 5 KRS 5848
Xt HRZA 8 . FLAEE W35 2.

2
Table 2 Comparison of prognosis assessment between the two groups
415 H% () ISS 7 1 ISS JpH 1T 1SS 434 111 e S A TG PR (%)
Uz il 34 10 15 9 12 85.3
Xif N2 34 8 13 13 8 67.6
ba — — — — — 2.512
P{H — — — — — <0.05
2.3 Toi RAEAFI 0 18 AN H o AR BAEAE R 94.1%, ToiFfi
WA 2024 4E 5 H, MBI R AR 36 A, o RN 70.6%; XML EAEAT AR 82.4%, JoiHt R AT R

BERAAF N 24 A A, TR BRZE A AL S AR A 28 A

H52.9%, ERMBAGIHFEN (P<0.05), EAREdELE 3,

3
Table 3 Comparison of survival rates between the two groups
45 % (n) PALEAEID) e A D) SEFR(%) Tl AR (%)
pUE il 34 36 24 94.1 70.6
Xof N4 34 28 18 82.4 52.9
Ve — — — — 2.734
P — — — — <0.05
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WU VAL AR R T BB R H, AR MM 943
FHLHI R L AR T IRZN A WA . ASHIF ST 1Y SE 90 50 175 4
iR T 3 PN R ARAE RGN BE MM T A9 28 AR B

B, LT R R T 2R B R i R S W
P MERABH R HIZWIETR T 91.2%, B8 & FXHRA
1 67.6% (P<<0.05). i @&l a7 8 R, FATREL IR A K
T E] 5 MM A C ) AL R 2848, 11 KRAS, NRAS, TPS3.
BRAF %5, X EE5875 75 MM 114 A A e el A o i 31 SR
T GRS 5 12 A A o DAAG I 21 5 86 43 2 T A0 A8 Ak . B kG
UM PR 5878, 35 PR P R ] LS By s A R 00 % B 1
AT A F 3 3R AL B A B G Tt 1 X R R B A
B AR SE R A e, WIS A e R B (PFS) W2
FEK (24 1 H vs 18 M, P<0.05), #E—EB] 1 HLHA2 K
EEE

LD R AR B 5 N 8 75 MM () S e S P R st 25 A
PR T HTRT A MRS T B MM 1B B 5 T e,
iR A AR A R 2R R SE R, I HLX SETape 2
i 25 0 O E R R A Y T T K A A W FEARF g, SR
FF e85 [ Ao 4G I 21 2 A AN ) e B A 2 R 28738, X e AR G ke I
P ELASE I . T S R A SR AR A T B AS A, A
P HEARAS BRI S5 s 2 R A D 1 2848, I8 W W XHAYT
M2 PRt v A N, VARG PA 12 FlRERI R T
FERAE (N TPS3 878), Wi IRAANA 8 ], XFEF NG
SEMIRTT IR AL T o652 B, Sl X v e S T 1R
W, DRI R B T AT AR A PEARIATY, N R
S e A ORI =

BRI, SR PRI A 1 v 2R A R 4 i 7 5 i LB A8 & B
58 7 e LRI 09 45 L8R o TEARTIE Y, SR IR AR
HRE IS BRAF V600E 5878 sl & — A~ ML), % AL A%
SR T B FR AT T B e v 22, 3 PR
pSTTRURERiR: o) TN DS PHIEE ey K (E WS S fir) 7 R e X i)
ZAF 1O, XIEGRAFAAT B TR MM (1953 TR EbLE], 84
G TE R AN AT Bt T TE M A . BRAF V60OE R4 T 2%
BCA SR IEYT I Hobs, S SR, w] LA S
XA, I RE S E AR AT T %, XONRTHA
JPRCRERAE T S 3k 7

AHFFTIRFH, PRI P4 AR AT DA R0R 0 20 A i 2848
OB R A IR IRAE T EEF R . MM BE ARG
A IV R G BER A e, SR F E AR BB E L2
F14) 35 DR ARG T ] 30300 Y S e P it 2 AR BT AR g, R
JF S BRI T B R AR R 5278, OGRS AR 3R T
N4 1 IR TS DA AR EE o R R T AR A A B
TREME R it 5 A ARSI AN S B B AR H AR IR IR A, 18
RERE TOUDN TR 7 0 A s Al AR S5 B KUK, E— 47 T
MM RIS B AR 7 RICR P

bR T EHLUEEAR PR, EFEM P E AR SRS GLE S
W PR W . AEASHFSE o, WL 2H R i P o B 77 (0S)
K36, BEETIIEAR 28 MH (P<0.05), XAhAFEY
P RCEE AN R AR A5G, 38 -5 3% BRI P B R AE B s S
N 4 17 FE 2 TR S o VBRI 30 1oL ARSI A9 B iR DNA(CtDNA)
SHEIA IR A0AE (CTCs) SRR ARG, 3 BRI 3 H AR AT
VI 2 YR AR AR A S s W) A PN ) SR TR AR, PR
PR LRI TE, ERE TORER I, otDNA s Asn]

REC 23 /R & & KUK, LRI ] AS Bl = 14 T 2 B 2R B
TR o P Sl A W A 8 ) (A5 L RN P AN AR 12 W R 5
JarP R, ORI PR IR At T R U,

I 25 35 A1 3000 3 A B0 2 A AN R T, T R B B
HAYE B M AR S i R 4% T EEAE . it 54k
90 PN B L IR S AR Bt R EA T HeE, IR A B RE RS B iR )
5 MM FEAYERE 2R, IFARIEIG RIESE UEA 7 XU PPA . X Fl
I T RBP4 35 DRUIN P AS (SR, T — o s B0 1)
TIEFAR, AR R AL T RS IERY . FEPRI PR
Sl RE A BT IR TA AT IR, IR —2E
3l MM RS S WA B

AHIFGEAEBA T 35 PRI P 4 AR A 22 264 B e A6 0 e ) S e
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fl S BRI A (AN TS R IR A AR) AHAS S I T fE
FE—2 T MM R B 2T P RS B, R AR R A
VER PR E BT 58, HESh 22 & BB ARG I 3 7 3 14038 1Y)

P

(1] ZEAm N, SR, E 5, 45 3R A M i E A kTR L &
PEE IR 2 WP G R AR R (0] 16 R PR 2 7, 2023,
40(11):778-779.

[2] T3, JEil iR, K Edk . 22 % B B8 ALy 5 A 1 Il ke s
BRI e S REFEBR AT [J]. 575505 IR BE 24 Besi 4, 2023,
44(17):1654-1658..

[3] JkME FREE | TF 37, % IMER,-MGH M E M . FREM. IgGi
WX 22 & M B B R 2 Wi e (0] Th B S 3R 2 Wi 2, 2023,
27(06) : 686-689..

[4] 258, a0 &, B iy . 22 % M8 £ R 1L T P miR-223-3p
HImiR—140-5p# 57K -5 5 DI REH WA S 4347 (3] H
T AR E AR, 2023 ,33(06): 717-720.

(5] SEME , EARE it 25 SRR E H . CRPECAS B8
IR R e PR R N 7] R BEE2F,2022,7(20):29-33.

[6] 3K T, v [ i , A 37k o 1 T M T2 2 2 A A AL 775 4 2 1 R
LR I S £ M B BRI S W B A0 (B 0] 1 P [ 2 2
#2,2022,51(14):1592-1595.

[7] kA< DI, 275 L. LT S S BRAE (A M . PR VR e A et 22
R R B T S WA (R [J] . I R I 2 425, 2022,
35(04):272-275.

[8] MR, F 1, skl , 45 . 22 & P B Ho o Il B i B
AR KM B,-MG . CRPX i ik e (2 Wi A8 [7]. v
EpR A M aF 2k, 2021, 16(09) : 1069-1072.

[9] S M 22 & k5 6 8 3 1175 B,-MG . TNF-a, CRPX
IL—-6 (IR FRAE [7]. P52 BE24 4%, 2021, 53(07) : 866-868 .

[10] B2 357, W & > KA. M3ENEU% ., CRP, PCTAHICD64 &
YLFRBON 22 % 1 B REIRE HR  AN DA R A IS W SR 1L 0] 52
HPEIE A ,2021,36(07): 1152-1156.

RHAESE, WIUGIRIN, BFFET7m . M.



