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Comparison of application effects of different influenza virus detection methods

YANG Kai-Rui"

(Disease Prevention and Control Center of Siping City, Siping 136000, China)

ABSTRACT: Objective To compare the application effects of different influenza virus detection methods. Methods 100
influenza patients admitted to a certain hospital from January 2021 to June 2023 were randomly divided into an observation
group (fluorescence RT-PCR test) and a control group (colloidal gold immunochromatographic test), with 50 patients in each
group. Results Compared with the control group, the observation group had a higher positive rate of testing (P<0.05).
Conclusion Using fluorescence RT-PCR to detect influenza virus can achieve higher detection results and improve the
positivity rate of the test.
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