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Abstract: The aim of this study was to investigate the protective effects of camel milk (CM) fermented by Lactiplan-
tibacillus plantarum (L. plantarum) XT016 on DSS-induced colitis, which provided new theoretical basis for the fermented
CM application in Xinjiang. The DSS-induced ulcerative colitis mouse model was established. ICR male mice were ran-
domly divided into five groups over a 14-day experimental period: The control group, the model group, the camel milk
group, L. plantarum XT016 fermented camel milk group, and Lacticaseibacillus casei Shirota (LcS) fermented camel milk
group. The H&E staining was used to observe the morphology of the mouse colon, and ELISA was used to detect inflam-
matory factors (IL-6, IL-10, TNF-a, TGF-f). 16S rRNA high-throughput sequencing technology was employed to analyze
changes in the intestinal microbiota of mice. The results showed that compared with the model group, XT016 fermented
camel milk improved the severity of DSS-induced colitis, including alleviating body weight loss and reducing colon tissue

damage, effectively decreasing pro-inflammatory factors (IL-6, TNF-a) and increasing the levels of anti-inflammatory fac-
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tors (IL-10, TGF-$), enhancing the levels of short-chain fatty acids (acetic, valeric, propionic, butyric, and isobutyric acids).

After intervention with XT016 fermented camel milk, the ratio of Firmicutes and Bacteroidetes in the mouse gut micro-

biota regulated, while the relative abundance of beneficial bacteria such as Lactobacillus and Ruminococcaceae increased,

and the relative abundance of Prevotellaceae and Helicobacter decreased. Lactiplantibacillus plantarum XT016 fermented

camel milk has a potential role in alleviating ulcerative colitis in mice and can regulate the gut microbiota balance in mice

with ulcerative colitis.
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Fig.2 Effect of fermented camel milk on the colon tissue
of mice
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PEREAK . LeS. XT016 ZH1¥ Simpson 841K T DSS
HVT R S FEIS LA PR B AR R A OGP, XTO016 ZH 1Y
#1845 DSS 4 AH LE ¥ 18 35 25 57 (P<0.05) ¢
DSS A5 /N BRI 8 Z AL I BE I, XT016 4HT-7
JE AT S i R R

25 AL FRZAAE T/ _Ea AT FE B an &l 5 o,
TR N)EREE ] (Firmicutes) . FUUFT B 7] (Bac-
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LcS. XTO16 ZH A8 E5 IR TGRS . MRAT I . FLIR IR 5P
T AR X T B 5 DSS 20 A B ik 3 25 5 (P<0.01) .
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