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Comparison of 3 Kinds of identification methods for Staphylococcus
aureusin dried fruits
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ABSTRACT: Objective To compare the similarities and differences in the identification results of Saphylococcus
aureus in dried fruits analyzed by 3 experimental methods: Biochemical identification, mass spectrometer
identification and molecular biological identification. Methods Saphylococcus aureus in dried fruits was isolated.
The isolated typical strains were identified and compared through 3 approaches: Biochemistry (VITEK 2-Compact)
mass spectrometer (VITEK MS), and molecular biology (real-time fluorescence quantitative polymerase chain
reaction), the identification results of the 3 types of experiments were compared. Results All 3 identification
methods could identify Staphylococcus aureus to the species level, but there were certain differences in efficiency and

time required. Mass spectrometry yielded more accurate results with higher timeliness. Conclusion This paper
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analyzes the advantages and disadvantages of different identification methods, combines traditional methods with

modern technologies. The enrichment and isolation in traditional detection methods provide a basis for subsequent

identification. On this basis, advanced identification technologies with different principles are integrated to form a

complete detection process. This combined mode can mutually verify the results, improve the detection accuracy, and

provide new ideas for establishing a more reliable microbiological detection system for characteristic dried fruits.
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Fig.1 Colony morphology on the front and back of blood agar
plate and BP agar plate
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Fig.2 Results of microscopic examination of samples
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Fig.3 Amplification curve
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