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ABSTRACT: Objective To investigate the prevalence, virulence phenotypes, and drug resistance phenotype of
Vibrio parahaemolyticus in freshwater food, seafood, and ready-to-eat food in Yangzhou. Methods Freshwater
food, seafood and ready-to-eat food samples were collected from 9 sampling points in Yangzhou markets for isolation
and identification of Vibrio parahaemolyticus. The motility, hemolytic activity, and drug resistance phenotype of the
isolates were analyzed. Results In 2023, a total of 289 samples were collected in the Yangzhou market, from which
63 strains of Vibrio parahaemolyticus were isolated, with an isolation rate of 21.80%. Among them, the isolation rate
of freshwater food was 45.35% (39/86), seafood 28.75% (23/80), and ready-to-eat samples 0.81% (1/123), indicating
a higher isolation rate in freshwater food compared to seafood in the markets of Yangzhou. The proportion of highly
motility strains in freshwater food isolates was 30.77%, higher than that of the seafood isolates (17.39%). However,
the proportion of strains with high hemolytic activity was 53.85% in freshwater food isolates, slightly lower than the
60.87% in seafood isolates. Antibiotic resistance profiling showed that all Vibrio parahaemolyticus isolates were
resistant to ampicillin and cefazolin, while they were resistant to ceftazidime, tetracycline, ciprofloxacin,
chloramphenicol, amikacin, meropenem and gentamicin. Conclusion This study highlights a high detection rate of
Vibrio parahaemolyticus in Yangzhou markets and reveals differences in virulence and antibiotic resistance among
isolates from different sources, offering valuable insights for monitoring and controlling the pathogen.

KEY WORDS: Vibrio parahaemolyticus; isolation and identification; motility; hemolytic activity; drug resistance
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Table 1 Prevalence of Vibrio parahaemolyticus in marine
products, freshwater aquatic products and catering in
Yangzhou City
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Fig.1 Corresponding bacterial colonies of Vibrio parahaemolyticus
with low, medium and high motility
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Fig.2 Motility of Vibrio parahaemolyticus isolates from different sources
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Fig.3 Corresponding hemolytic bacterial circles of Vibrio
parahaemolyticus with low, medium and high hemolysis
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Fig.4 Hemolytic activity of Vibrio parahaemolyticus isolates from different sources
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Table 2 Resistance of Vibrio parahaemolyticus from different sources to different antibiotics
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UEZ- 0.25~128.00 <4 8 =16 0 0 0 0 0 0 0 0
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AER 1~128 <8 16 =32 0 0 0 0 0 0 0 0
kR A 0.25~256.00 <16 32 =64 0 0 0 0 0 0 0 0
E BB 0.004~32.000 <1 2 =4 0 0 0 0 0 0 0 0
RKER 0.125~128.000 <4 8 =16 0 0 0 0 0 0 0 0
Sk fiE 0.5~256.0 <4 8 =16 0 0 0 0 0 0 0 0
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ISIRER 53 B R LA R A 35 7, 7 IR SR K 7 i v 7]
Ve M SIREA O W, S PEAG BRI RE Fr o T 2 e AU i 2
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