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ABSTRACT: Objective
Zhejiang Province from 2022 to 2023. Methods

To evaluate the antimicrobial resistance of bacteria in food animal in Quzhou City,
In the past two years, 690 swab samples from 40 livestock and
poultry farms were randomly collected, and Escherichia coli and Enterococci were separated using selective culture
medium. They were then identified by polymerase chain reaction and matrix-assisted laser desorption ionization
time-of-flight mass spectrometry. The minimum inhibitory concentration (MIC) of different antibiotics against these
two bacteria was determined using broth microdilution method. Results In 2022, the highest antimicrobial
resistance rate of Escherichia coli isolated from swab samples to tetracycline was 87.2%, with sulfamethoxazole
following at 81.1%. One strain was resistant to meropenem and 5 strains were resistant to colistin. In 2023, the
antimicrobial resistance rates of FEscherichia coli isolated from swab samples to spectinomycin, florfenicol,
trimethoprim/sulfamethoxazole, ceftiofur, and ofloxacin were all lower than those in 2022, and the antimicrobial
resistance rates to meropenem and colistin were both 0%. The resistance rates of Enterococci isolated from swab
samples to erythromycin, clindamycin, ofloxacin, cefotaxime, sulfamethoxazole, and tiamulin were all lower in 2023
than in 2022, while the resistance rates to penicillin, tetracycline, and linezolid were higher. No vancomycin-resistant
enterococci were detected in either year. From the analysis of the antimicrobial resistance rates, MIC distribution, and
antimicrobial susceptibility profiles of Escherichia coli and Enterococci over the two years, it could be concluded that

both bacteria demonstrated decreased resistance to most antibiotics, with Escherichia coli showing a more significant

reduction. Conclusion

In 2023, the overall resistance level of Escherichia coli and enterococci of food-animal

origin in the Quzhou Area has declined significantly compared to 2022. However, multi-drug resistance still exists

and the spectrum of resistance is rather broad, posing a threat to food safety and human health.
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1.1 #&mXKiE

2022 4F 10—11 A FWiiLAa 0 i 34 -5 e da
BRI FRE G 540 ), 2023 4E 10—11 F THITA MM
7 6 N IRFEICAE AR R SR T 150 43 (B 1) FRARR
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Fig.1 Sampling point distribution map

1.2 #R5ERF

LB (Luria-Bertani) 3t J§ 5% 37 3£ . 28 wh 25 (1 kK
(buffered peptone water, BPW) . 7% HEPl 35 £ 77 F& (Mac
Conkey, MAC) ., fJH£1.35 2 B lf 55 77 £ (cosin-methylene blue
agar, EMB)(dt 5t BlidfF AR M0 A B 23 1l ); sk v B o 6%
TR T SR EAR A BRA FD; Hl[4: TEY
TR B A PR A4 DNA SR &
(L HEEEY) TRA A H); GelRed #ZRRYLEH, DL2000
Gy FRREY) | Al BB B R (PO SRR B AE R R
HIRAF); TAE AR AR A BRA R, 250
TR [— 7 BRE CRH) A R A BRA W] ], AT R AR (5
S ONCAH YR A BRA A
1.3 UFE5EE

JA5003 HL T RSF-CRS ¥ 0.001 g, IG5 FAE SRR
A B F]); SW-CI-1FD M TAE & M R s AR
HRRZw]); Hic021 & 2 M g oL A LAY LRk
T A A B A 1 1; ETC811Plus PCR 4 B4 4 (F5 M 4% 240
Bl g A BR A F]); EPS300 HLPKAX . HE-120 H k(i
KEERHE A BRA D), SH-520 BEIE S 2 5 (b B AERH
AR HE]); 906-ULTS E& FHAIGIEL 7K A [FEBR K /R (RN )X
A PR R 5 Tl B RO e R b, A R B A (7
A AT

F 1 BN 2022—2023 FHRHKERABHEISER
Table 1 Isolation status of Enterococcus and Escherichia coli in
Quzhou City from 2022 to 2023

ITES eait w8 BT EkE e KT KT
A 2 A B R el A
Al i 15 15 10 15 10
A2 i 15 15 10 15 10
A3 i 15 15 10 15 10
A4 4 15 15 10 15 10
A5 W 15 15 10 15 10
A6 s 15 15 10 15 10
A7 XY 25 25 20 25 20
A8 A 15 15 10 15 10
A9 A 25 25 20 25 20
A0 & 15 15 10 15 10
All i 15 15 10 15 10
Al2 i 15 15 10 15 10
Al3 ¥4 15 15 10 15 10
Al4d  FE 15 15 10 15 10
Al5 Y 15 15 10 15 10
Al6 X 15 15 10 15 10
- Al7 XS 15 15 10 15 10
Al8 XS 15 15 10 15 10
Al9 Y 15 15 10 15 10
A20 i 15 15 10 15 10
A21 i 15 15 10 15 10
A22 i 15 15 10 15 10
A23 ¥ 20 20 10 20 10
A24 & 20 20 10 20 10
A25 WG 15 15 10 15 10
A26 XY 15 15 10 15 10
A27 XY 15 15 10 15 10
A28 XS 15 15 10 15 10
A29 ARG 15 15 10 15 10
A30 WG 15 15 10 15 10
A3l XY 15 15 10 15 10
A32 XS 15 15 10 15 10
A33 XS 15 15 10 15 10
A34 XY 15 15 10 15 10
Bl i 25 20 20 25 20
B2 i 25 25 20 25 20
023 B3 ¥ 25 25 20 25 20
B4 &Y 25 25 20 22 20
B5 W 25 25 20 24 20
B6 &HM 25 23 20 24 20
At 690 683 480 685 480

1.4 REHZE
141 KA HEABKBG > EIER
B RAER FIEREA 5 mL BPW OB H K M 58K
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W, 37 CCEFR AP TG 12 hy, FH 10 pL RN FRIGBUR iy
RO TR 2 A 7E MAC AR R ER S A HRilgk, BT
37 °CEEFRM P ES 97 16~24 h; 78 MAC FIiER B A 4y
SIPRIORY L PRI T8 RIS A RVE, FRIRT EMB ~FAAI
W ER B ST Rk IR alifbdsgR, RGPS R St (A
HHEABAEIEIL T LB PR, £ 37 °CHERAfi hisss
16~24 h, fJa i FCEMRE M LB AR TSI BGR 5w vE
BESH 1 mL 1 25%0TCHE IR E S, TTaRs,
TS AR T AR 25% il o FERAEAE E S IS
H#H, B T-80 °CUKFE HRAE
142 w@%x

W ORAE AN AN T LB AR |, JF7E 37 °CHRAF R HE
3% 16~24 h. {FHERERINE DNA 5 &R G R
J¥ (polymerase chain reaction, PCR)% & KMt B AU ER A -
DAL DNA Htitk, 5% EC-F. EC-R; CO-F.
CO-R(FE 2P WaAR MFER 1, 4 2%3 A e I HL kA
I PCR #4474, %M 1xTAE S8, 120 V 18 JE 1 B HLIK
30 min )5, BEER RS 0EBIN. WPk ATCC 25922 F1
ATCC 29212 43 JIWE R RIGHT W AGER A 1 BT #E sk . PCR
R (DKRBAFE. BAEME, 95 °C, 4 min; Z8HE, 95 °C,
30s; Bk, 58 °C, 30 s; FEfI, 72 °C, 20 s, 3£ 35 MEH; (2)
BAEREE . WIEEME, 95 °C, 4 min; ZEPE, 95 °C, 30 s; Bk, 55 °C,
30 s; #EfH, 72 °C, 30 s, 4L 35 AMEFR; IR 30 pL, 43
BB R 1L A A L T RA T R S A T AR A

#z2 LTABTEFAIKER PCR 3|4

Table 2 PCR primers for identifying Escherichia
coli and Enterococcus

519 - EiE T
Kk Llige PC K /bp

EC-F  CCAGGCAAAGAGTTTATGTTGA
EC-R GCTATTTCCTGCCGATAAGAGA
CO-F TCAACCGGGGAGGGTCATT
CO-R ATTACTGCGATTCCGG

212

55 658

1.4.3 AR
M-80 °CoKFEHPIH RATE, B RIGH B MG ER e 2
HE, TR AR LB BRRE#R 4 , 37 cCad 45 3% .

(A)
bp
2000

1000
750
500

NV X d b A B9
M EEEEEE I

250
100

B

212

Z: IR S5 [ I IR 92 3 4 1K 2% 52 23 (Clinical and Laboratory
Standards Institute, CLSI){) M100-S31 SCHE I A4 it
T R R, T R 22 R I A R 24 R A 2
PP 16 Flves WA 3 A 2 e ) (o R s v
K (ampicillin, AMP) . B 52 P4 bR/ 58 $i7 2 /iR (amoxicillin/
clavulanic acid, A/C), B K%: & (gentamicin, GEM), FWAE
Z (spectinomycin, SPT), PUIFE (tetracycline, TET), K2
7% (florfenicol, FFC) . fi# ¥ 7 T M (sulfamisoxazole, SF), H!
SIS I /it i R TRE MR (sulfamethoxazole/trimethoprim, SXT) .
Sk fABENE (ceftiofur, CEF) . SkAUfbIE (ceftazidime, CAZ), &l
Wi V> B (enrofloxacin, ENR), %) /i (ofloxacin, OFL), 3%
% 1 ®i (meropenem, MEM), “%¢3% 2 (apramycin, APR).
Zh T & (colistin, CL) ., Z Mt H ¥ (mequindox, MEQ). fii &
2% PRBHE 5 4 A1 245 SO DU AR DU 2 P Bk D X 18 Bt 2B =
25 ) BN, 7 9 % (penicilling PEN) . A/C . 4% %
(erythromycin, ERY). 7% & (clindamycin, CLI), ENR,
OFL . CEF. 3k 875 T (cefoxitin, CFX) . Tiffi e 5 I i
(sulfisoxazole, SF). ZEMEFE M (oxacillin, OXA), N ER
(vancomycin, VAN), SXT. TET. FFC. ZE{}B % (tlamulin,
TIA) . K% & (tilmicosin, TIL) . GEM ., F|Z % (linezolid,
LZD). Mt 2547 5% CLSI (M100-S26 \M45-A2 \VET01-A4)
WM. 7350, i FEER Ed> APR. MEQ X R HFIE
it 2547 s B IR, Pr AR 25 R Gt X FIEA T
bR 0y, 38 3 25 W d5 /N 3 B Mk B (minimal  inhibitory
concentration, MIC)# 437 &l J'é 7 HL & o

1.5 HEALIE
FIFH Excel 2016 FA4 K > (1 R )Xok 245 Sk ) Al
HATIE RS9, KA Graphpad Prism 10.0 #X{4-2: o

2 H#R55%

21 KB EMPFRENSSER

AHFFEIFRIEKIGHT T 685 R(DEHK 99.2%) . Wk
683 FR(4T 52K 98.9%), XKLL INE 2 iR 1L 2022
FERGFE . IHERE A 360 £k, 2023 R GH 1 Kk
2% 120 BRIEAT 2P EURE IR TR (R 1),

NA O H LN D
bp M SEEEEFESES,

2000
1000
750
500
250

100

659

T M. 35 BibR i DNA Maker (DL 2000); +. FIPEXT I - BAVERS A
K2 KT B (ARG ER T (B) R BR R AR BE I 4

Fig.2 Identification of Escherichia coli (A) and Enterococcus (B) by agarose gel electrophoresis
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FMNKEFN/N K TET(87.2%)>SF (81.1%)>AMP (75.6%)>
FFC (74.4%)>SPT (73.6%)=SXT (73.6%)>CEF (25.8%)>
GEM (22.5%)>ENR (19.4%)>OFL (19.1%)>A/C (15.3%)>
CAZ (6.7%)>CL (1.4%)>MEM (0.3%), fE15 =12,
AW R E] 1 A% MEM it 25, 5 #k CL it 25 itk 360
BRRIAFTF BT 16 R £ MIC HAoMfFfELER, H
1 SF i MIC A 78.1% (283/360) KT 512 pg/mL, EI
T BY T 25 7K SF, CAZ \MEM [ MIC 434 75 & (1 7K
. CL Y MIC 7E/NF 2 pg/mL A5 BBl N & BLIE 25 50 A
(K 4).

2023 4F, 4y B AR EIR 120 BRKGFFRXT 14 FhbiER
BT 25 M KRB/ NHES R A/C (94.2%)>SF (86.7%)>TET
(84.2%)>AMP (69.2%)>FFC (61.7%)>SXT (58.3%)>SPT
(45.0%)>ENR  (12.5%)>CEF (11.7%)>0FL (10.8%)>CAZ
(10.0%)>GEM (7.50%)>MEM (0.00%)=CL (0.00%). A MIC
SAiKE, KEFFFEY GEM, CEF, CAZ., OFL, CL
MEM ) MIC ¥ 2 3L H BB #, %} A/C. TET. SF. SXT
W2 B v KT 2
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Fig.3 Comparison of antimicrobial resistance rates of Escherichia
coli in Quzhou City from 2022 to 2023
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Fig.4 MIC distribution of Escherichia coli to 16 kinds of antimicrobials in Quzhou City from 2022 to 2023
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Fig.4 MIC distribution of Escherichia coli to 16 kinds of antimicrobials in Quzhou City from 2022 to 2023
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XHNTT 2022 4541 B515 2019 360 HRIABRIA T 24 15
WIS, S55RAE S Fis . BERTAXT 18 FhHu a2 4 iy i 24 28
MK B N HE S A 2 TIA (96.4%)>CFX  (96.1%)>CLI
(94.7%)>SF  (93.3%)>0XA  (91.9%)>ERY  (86.1%)>TIL
(84.7%)>CEF  (78.1%)>FFC (73.3%)>OFL (70.0%)>SXT
(61.7%)>GEM (53.3%)>LZD (38.9%)>TET (26.9%)>ENR
(25.3%)>PEN (10.0%)>A/C (6.1%)>VAN (0.0%). )\ MIC [
S AEKE, ERY, CLI, CFX, SF, OXA. TIA, TIL k&
A3 AR TET MIC {HIXI®, Firf ERY (% MIC A 63.3% (76/120)
KT 256, KAMH VAN Tif 25 B 1%

2023 A M OTT R T 25 R O K N Dy OXA
(89.2%)>TIL (85.8%)=CLI (85.8%)>TIA (83.3%)>CEF
(82.5%)=CFX (82.5%)>ERY (76.7%)=TET (76.7%)>SXT
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(7.5%)>VAN (0.0%), 120 #JABREXT 18 Fiid: R 1) MIC
A ATIETER R 22 5, %F PEN. A/C. VAN fy MIC {ikt
FHAKKE, ENR I OFL A3, (B(HA IR M2
ERY. CFX. TIL f§ MIC {EJLF&340 T =K (1 6).

2023 4 KRS 20 B B ER T X ERY . CLI, OFL,

CFX. SF. TIA HITHZG 245 2022 4 FF#&, TiX PEN, TET,
LZD #2022 4 B PSS ARKIH VAN T 258 k. 0
AR B I BRI XU AR R0 MIC BS BERR L HR ), ZERILEY
{25, Wik MIC M54 vl LA H, 2023 4R T 20 1
HIBAERTE X OXA S35 5 I 27K (B 6).
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Fig.6  MIC distribution of Enterococcus to 18 kinds of antimicrobials in Quzhou City from 2022 to 2023
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=3 M 2022 FXBITHOT L = 3(8)
Table 3 Antimicrobial resnstan‘ce ]?roﬁles of Escherichia coli in Tt 2 AH HA %
Quzhou City in 2022
— — AMP-SPT-TET-FFC-SE-SXT-CAZ 2 0.6
it 245 1% M H A%
AMP-SPT-TET-FFC-SF-SXT 73 20.3 AMP-TET-SF-SXT 2 0.6
SPT-TET-FFC-SF-SXT 19 5.3 TET-SXT 2 0.6
AMP-SPT-TET-FFC-SF-SXT-CEF 17 4.7 A/C 1 0.3
- 15 4.2 AMP-A/C-GEM-SPT-FFC-SF-SXT 1 0.3
AMP-TET-FFC-SF 15 4.2 AMP-A/C-GEM-SPT-TET-FFC-SF-SXT-CEF-CAZ- | 03
AMP-GEM-SPT-TET-FFC-SF-SXT-CEF 13 3.6 ENR i
AMP-GEM-SPT-TET-FFC-SF-SXT 12 33 AMP-A/C-GEM-SPT-TET-FFC-SF-SXT-CL 1 0.3
TET 12 33 AMP-A/C-SPT-FFC-SF-SXT-ENR-OFL 1 0.3
AMP-GEM-SPT-TET-FFC-SF-SXT-CEF-ENR-OFL 10 2.8 AMP-A/C-SPT.SXT ) 03
AMP-SPT-TET-FFC-SF-SXT-CEF-ENR-OFL 9 2.5
AMP-A/C-SPT-TET-FFC-SF 1 0.3
AMP-SPT-TET-FFC-SF-SXT-ENR-OFL o 23 AMP-A/C-SPT-TET-FFC-SF-SXT-CEF-CAZ-ENR-
1 0.3
AMP-A/C-SPT-TET-FFC-SF-SXT 8 2.2 OFL-MEM
AMP-SPT-TET-FFC-SXT 3 29 AMP-A/C-SPT-TET-FFC-SF-SXT-ENR 1 0.3
SPT-TET-SF-SXT 7 1.9 AMP-A/C-TET-SF 1 0.3
AMP-SPT-TET-FFC-SF-SXT-ENR 6 1.7 AMP-FFC 1 0.3
AMP-TET-FFC-SF-SXT 6 1.7 AMP-GEM-SPT-TET-FFC-SF-CEF 1 0.3
AMP-A/C-GEM-SPT-TET-FFC-SF-SXT-CEF-CAZ 5 1.4 AMP-GEM-SPTTET-FFC-SF-SXT-CEF—ENR ) 03
AMP-SPT-TET-FFC > 14 AMP-GEM-TET-FFC-SF-SXT-CEF-ENR-OFL 1 0.3
AMP-A/C-GEM-SPT-TET-FFC-SF-SXT-CEF 4 1.1 AMPSF ) 03
AMP-GEM-SPT-TET-FFC-SF-SXT-CEF-CAZ 4 1.1 AMP-SF.SXT ) 03
AMP-GEM-TET-FFC-SF-SXT 4 1.1
AMP-SPT-FFC-SXT 1 0.3
GEM 4 1.1
AMP-SPT-SF-SXT 1 0.3
TET-FFC-SF-SXT 4 1.1
AMP-SPT-SF-SXT-CEF-ENR-OFL 1 0.3
TET-SF 4 1.1
AMP 3 08 AMP-SPT-TET-FFC-CEF 1 0.3
AMP-A/C-GEM-SPT-TET-FFC-SF-SXT-ENR-OFL, 3 0.8 AMP-SPT-TET-FFC-CEF-ENR-OFL 1 0.3
AMP-A/C-SPT-TET-FFC-SF-SXT-CEF-CAZ- AMP-SPT-TET-FFC-SF-ENR-OFL 1 0.3
3 0.8
ENR-OFL
AMP-SPT-TET-FFC-SF-SXT-CEF-CAZ 1 0.3
AMP-A/C-SPT-TET-SXT-CEF-ENR-OFL-CL 3 0.8
AMP-SPT-TET-FFC-SF-SXT-CEF-CAZ-ENR 1 0.3
AMP-SPT-FFC-SF 3 0.8
- 3 08 AMP-SPT-TET-FFC-SF-SXT-CEF-CAZ-ENR-OFL 1 0.3
: AMP-SPT-TET-FFC-SE-SXT-CEF 1 0.3
SPT-TET 3 0.8
AMP-TET-FFC-SF-SXT-CEF 1 0.3
TET-SF-SXT 3 0.8
AMP-TET-FFC-SF-SXT-ENR-OFL 1 0.3
AMP-A/C-GEM-SPT-TET-FFC-SF-SXT 2 0.6 AMPTETFFC.SXT : 03
AMP-A/C-SPT-TET-FFC-ENR-OFL 2 0.6 AMPTETSF ) 03
AMP-A/C-SPT-TET-FFC-SF-SXT-CEF 2 0.6 AMPTETSF.CEF ) 03
AMP-A/C-SPT-TET-FFC-SF-SXT-ENR-OFL 2 0.6 FFC : 03
AMP-A/C-SPT-TET-FFC-SXT-ENR-OFL 2 0.6 FFCSE | 03
AMP-A/C-TET-FFC-SF 2 0.6
SPT 1 0.3
AMP-GEM-SPT-TET-FFC-SF-SXT-CEF-CAZ- ) 0.6
ENR-OFL : SPT-SXT 1 0.3
AMP-GEM-SPT-TET-FFC-SF-SXT-ENR-OFL 2 0.6 SPT-TET-SF-SXT-OFL-CL 1 0.3
AMP-SPT-SF-SXT-ENR-OFL 2 0.6 TET-SF-CAZ 1 0.3
AMP-SPT-TET-FFC-SF 2 0.6
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Table 4 Antimicrobial resistance profiles of Escherichia coli in
Quzhou City in 2023

WP 3 KL AR, T 2023 4E A 70.0%0 KIGFFHHT
3 KU EYiAE . WP 20 E A B, s IS A &
ENR il OFL BT Z5AH 8w, SR RIZ2E28 Ry 28 X

i 2433 M HOH/Y%
AMP-SPT-TET-FFC-SF 18 15.0 [DECEEN
AMP-TET-FFC-SF-OFL 16 13.3 2022 AEME M T A S G ER R LA 43 R 25 A, H
AMP-SPT-TET-FFC-SF-OFL 11 9.2 H ERY-SF-TIA-TIL W23 &5 tedierms, 8 22.5%, HikH
SF-OFL 6 3.0 ERY-SF-TIA-TIL-LZD (14.2%)F1 ERY-ENR-SF-TIA- TIL-LZD
AMP-TET-SF-OFL 5 4.2 - _ N
TET 2 33 (8.6%)o 2022 FH 1 BRIAEREAXT 9 FhZG¥RINTR 24, TW2his
TET-SF-OFL 4 33 #1°% PEN-A/C-ERY-ENR-SF-DOX-TIA- TIL-LZD(3 5), #i#%
AMP-SPT-TET-FFC-SF-ENR-OFL 3 2.5 2022 4F, 2023 A5 TT B IHER 4 2 52 AP 2, HAA 4
SE 3 2.5 PRI ERE X 16 Fh 254 W st it 24, Tt 2459 & PEN-ERY-
TET-FFC-SF 3 23 CLI-ENR-OFL-CEF-CFX-SF-OXA-SXT-TET-FFC-TIA-TIL-
- 2 L7 GEN-LZD( 6), M HLAIAFF I8, WAk 2 Eifi 2% LT,
AMP-GEM-SPT-TET-FFC-SF-CEF- o .
CAZ-ENR.OFL 2 1.7 2022—2023 41 89.7% b JH % 94.2%.
AMP-SF-OFL 2 1.7 F=5 BN 2022 FHIKE IR AL
AMP-SPT-TET-FEC-SE-CEF-CAZ- ) 17 Table 5 Antimicrobial resistance profiles of Enterococcus in
ENR-OFL ) Quzhou City in 2022
AMP-SPT-TET-SF-OFL 2 1.7 it 24 1 A% HA /%
AMP-TET-FFC-SF 2 1.7
ERY-SF-TIA-TIL 81 225
TET-FFC-OFL 2 1.7
TET-FFC-SF-OFL > 17 ERY-SFE-TIA-TIL-LZD 51 142
TET-SF 2 1.7 ERY-ENR-SF-TIA-TIL-LZD 31 8.6
AMP-GEM-SPT-TET-FFC-SF 1 0.8 SF-TIA 27 75
AMP-GEM-SPT-TET-FFC-SF-CEF-OFL 1 0.8 ERYSFDOXTIATIL = s
AMP-GEM-SPT-TET-SF-CEF-ENR-OFL 1 0.8
ERY-SF-DOX-TIA-TIL-LZD 22 6.1
AMP-GEM-TET-SF-CEF-CAZ-ENR-OFL 1 0.8
AMPOFL . 0% ERY-ENR-SF-TIA-TIL 20 5.6
AMP-SF-ENR-OFL ] 08 ERY-ENR-SF-DOX-TIA-TIL-LZD 17 4.7
AMP-SPT-SF-OFL 1 0.8 SF-TIA-TIL 11 3.1
AMP-SPT-TET-FFC 1 0.8 ERY-ENR-SF-DOX-TIA-TIL 9 2.5
AMP-SPT-TET-FFC-SF-CAZ-ENR-OFL 1 0.8 PEN-ERY-SF-DOX-TIA-TIL 9 25
AMP-SPT-TET-FFC-SF-CEF-CAZ-OFL 1 0.8 ERY-TIA-TIL 5 L4
AMP-SPT-TET-FFC-SF-CEF-OFL 1 0.8 PENERY-SFTIATIL p -
AMP-SPT-TET-FFC-SF-ENR 1 0.8 3 08
AMP-SPT-TET-SF-CEF-ENR-OFL 1 0.8 :
ERY-SF-TIL 3 0.8
AMP-TET-FFC 1 0.8
AMP-TET-FFC-SF-CAZ-OFL ) 0.8 PEN-ERY-ENR-SF-TIA-TIL 3 0.8
AMP-TELFFC-SF-CEF-CAZ 1 08 PEN-ERY-SF-TIA-TIL-LZD 3 0.8
AMP-TET-FFC-SF-CEF-CAZ-OFL 1 0.8 SF 3 0.8
AMP-TET-OFL 1 0.8 A/C-ERY-ENR-SF-TIA-TIL 2 0.6
AMP-TET-SF ! 038 ERY-DOX-TIA-TIL-LZD 2 0.6
AMP-TET-SF-CAZ-OFL 1 0.8
ERY-SF-TIA 2 0.6
GEM-SPT-TET-CEF-CAZ-OFL 1 0.8
GEM-TET-CEF-CAZ-OFL 1 0.8 ERY-TIA-TIL-LZD 2 0.6
SPT-SF 1 0.8 ERY-TIL 2 0.6
SPT-SF-ENR-OFL 1 0.8 PEN-ERY-SF-DOX-TIA-TIL-LZD 2 0.6
SPT-SF-OFL 1 0.8
SE-TIA-TIL-LZD 2 0.6
SPT-TET-FFC 1 0.8
SPT-TET-SF-OFL 1 0.8 ENR-SE-TIA 1 0.3
TET-FFC 1 0.8 ENR-SF-TIA-TIL 1 03
TET-SF-ENR-OFL 1 0.8 ENR-SF-DOX-TIA-LZD 1 0.3
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®5(8) = 6(4)
i 2% A% /% i 24 1% N A" H%
ERY-ENR-SF-FFC-TIA-TIL 0.3 PEN-ERY-CLI-CFX-SF-OXA-SXT-TET-FFC-
TIA-TIL 3 23
ERY-ENR-TIA-TIL 0.3 :
ERY-SF-DOX-TIA 03 A/C-ERY-CLI-SF-OXA-SXT-TET-FFC- ) 17
TIA-TIL-LZD
ERY-SF-DOX-TIL 0.3
ERY-CLI-CEF-CFX-SF-OXA-SXT-TET- ) 17
ERY-SF-FFC-TIA-TIL-LZD 0.3 TIA-TIL-GEN-LZD :
PEN-A/C-ERY-ENR-SF-DOX- 03 ERY-CLI-CEF-CFX-SF-OXA-TET-FFC- ) 17
TIA-TIL-LZD : TIA-TIL-GEN :
PEN-A/C-ERY-SF-TIA-TIL-LZD 0.3 ERY-CLI-CEF-CFX-SF-OXA-TET-FFC- 2 1.7
TIL-GEN-LZD :
PEN-ENR-SF-TIA 0.3
ERY-CLI-CEF-CFX-SF-OXA-TET-TIA- ) r
PEN-ERY-ENR-SF 0.3 TIL-GEN :
PEN-ERY-SF-TIL 0.3 ERY-CLI-CEF-CFX-SF-OXA-TET- 5 17
PEN-ERY-TIA-TIL 0.3 TA-TIL-LZD
PENERY-TIATILLZD 03 ERY-CLI-CEF-CFX-TET-YIL 2 1.7
PEN-LZD 03 ERY-CLI-ENR-OFL-CEF-CFX-OXA- ) 17
SXT-TET-FFC-TIA-TIL
PEN-SF-DOX-TIA-TIL 0.3
ERY-CLI-ENR-OFL-CEF-CFX-OXA-
SF-DOX-TIA 03 SXT-TET-TIA-TIL-GEN 2 L7
TIA-TIL 0.3
ERY-CLI-ENR-OFL-CEF-CFX-SF-OXA- ) 17
SXT-TET-FFC-TIA-TIL-GEN-LZD :
<6 EMTH 2023 FERHIKE T 5T ERY-CLI-OFL-CEF-CFX-OXA-SXT- ) 17
Table 6 Antimicrobial resistance profiles of Enterococcus in TET-FFC-TIA-TIL-GEN-LZD ’
Quzhou City in 2023
— — ERY-CLI-OFL-CEF-CFX-SF-OXA-TET- ) r
i 2451 N A% FFC-TIL-GEN-LZD :
CLI-ENR-OFL-CEF-CFX-OXA-TIA-TIL 8 6.7 ERY-CLI-SF-OXA-SXT-TET-FFC-TIA- , -
B 7 58 TIL-LZD :
ERY-CLI-OFL-CEF-CFX-SF-OXA-SXT- 5 42 PEN-ERY-CLI-ENR-OFL-CEF-CFX-SF- 5 17
TET-FFC-TIA-TIL-GEN-LZD : OXA-SXT-TET-FFC-TIA-TIL-GEN :
Al C‘ERY‘CTEIIXCTIK‘(?;(I\? f?g‘TET‘FFC‘ 4 33 PEN-ERY-CLI-OFL-CEF-CFX-SF-OXA- 5 .
TR SXT-TET-FFC-TIA-TIL-GEN-LZD :
ERY-CLI-CEF-CFX-OXA-SXT-TET-TIA-
TIL-LZD 4 33 PEN-ERY-CLI-OFL-CEF-CFX-SF-OXA-
2 1.7
SXT-TET-FFC-TIA-TIL-LZD
ERY-CLI-CEF-CFX-SF-OXA-SXT-TET-FFC- 13
TIA-TIL-GEN-LZD : CFX-OXA-SXT 1 0.8
ERY-CLI-CEF-CFX-SF-OXA-TET-FFC- CFX-SXT-GEN 1 0.8
TIA-TIL 4 33
CLI-CEF-CFX-OXA-SXT-TET-TIA-LZD 1 0.8
ERY-CLI-CEF-CFX-SF-OXA-TET-FFC- 4 13
TIA-TIL-LZD . CLI-CEF-CFX-SF-OXA-TIA-GEN 1 0.8
ERY-CLI-OFL-CEF-CFX-SF-OXA-TET- 4 33 ERY-CLI-CEF-CFX-SF-OXA-TET-FFC- 1 0.8
FFC-TIA-TIL-GEN-LZD : TIA-TIL-GEN-LZD
PEN-ERY-CLI-CEF-CFX-SF-OXA-SXT- 4 33 ERY-CLI-OFL-CEF-CFX-OXA-SXT-TET- | 0.8
FFC-TIA-TIL-GEN-LZD : FFC-TIA-TIL :
PEN-ERY-CLI-ENR-OFL-CEF-CFX-SF-
4 33 ERY-CLI-OFL-CEF-CFX-OXA-TET-FFC-
OXA-SXT-TET-FFC-TIA-TIL-GEN-LZD TIATIL-GEN.LZD 1 0.8
CLI-CEF-CFX-OXA-SXT-TIA-TIL 3 2.5
ERY-CLI-OFL-CEF-CFX-SF-OXA-FFC- | 0.8
ERY-CLI-CEF-CFX-OXA-SXT-TET-FFC- 3 25 TIA-TIL-LZD-SXT :
TIA-TIL-GEN :
ERY-CLI-ENR-OFL-CEF-CFX-SF-OXA- 3 25 ERY'CLIT'SE_ %F%E%iF]),(ILSFngASXT 1 0.8
SXT-TET-FFC-TIA-TIL-GEN :
PEN-A/C-ERY-CLI-CEF-CFX-SF-OXA- 3 25 ERY-CLI-OFL-CEF-CFX-SF-OXA-SXT- 1 0.8

SXT-TET-FFC-TIA-TIL-GEN-LZD

TET-TIA-TIL-GEN-LZD
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i 2% M B H/%
ERY-CLI-SF-OXA-TET-FFC-TIA- 1 0.8
TIL-LZD :
ERY-OFL-CEF-CFX-OXA-SXT-TET- 1 0.8
TIA-TIL-GEN-LZD :
OFL-CEF-CFX-OXA-SXT-TIL 1 0.8
OFL-SXT-GEN 1 0.8
OFL-SXT-TIA-GEN 1 0.8
PEN-CLI-CEF-CFX-OXA-SXT-TTIA 1 0.8
PEN-CLI-OFL-CEF-CFX-OXA-SXT- 1 0.8
TIA-TIL-GEN :
PEN-ERY-CLI-CEF-CFX-OXA-TET- | 0.8
FFC-TIA-TIL-GEN !
PEN-ERY-CLI-ENR-OFL-CEF-CFX-OXA- 1 0.8
SXT-TET-TIA-TIL-GEN :
PEN-ERY-CLI-SF-OXA-FFC-TIA- 1 0.8
TIL-LZD :
PEN-ERY-CLI-SF-OXA-SXT-TET- | 0.8
TIA-TIL-LZD :
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