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Abstract: NF-YB transcription factors play key regulatory roles in plant growth, development, and
stress responses. In this study, HMMER and BLAST were used to identify members of the wheat
NF-YB gene family, and their physicochemical properties, phylogenetic relationships, and gene struc-
tures were analyzed. Using wheat varieties including Lantian 134, Longzimai 1, and Chang 6878, the
expression pattern of TaNF-YB-2 at the seedling stage under drought and salt stress was examined. A

total of 10 TaNF-YB family members were identified in the wheat genome and sequentially named
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TaNF-YB-1 to TaNF-YB-10. These proteins were unstable and acidic. The TaNF-YB members in
common wheat showed high similarity to their homologs in spelt wheat, indicating evolutionary con-
servation. TaNF-YBs genes were mainly located on homologous groups 1 and 4, with five-gene pairs
showing collinearity. Cis-element analysis suggested that TaNF-YB gene family are involved in stress
responses. Under drought and salt stress, the expression of TaNF-YB-2 increased in both roots and
leaves. Under drought stress, the relative expression levels of TaNF-YB-2 in three drought-resistant
varieties(Lantian 134, Longzimai 1, and Chang 6878) were consistently significantly higher than in
two drought-sensitive varieties(Xikemai 518 and Lanhangxuan 121). Under salt stress, the relative

expression levels of TaNF-YB-2 in the three salt-tolerant varieties were significantly higher than those

in the salt-sensitive materials—in leaves after 4 h and in roots after 6 h of treatment.
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Fig.7 Expression profiles of members of the TaNF-YB gene family under different stresses
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