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STUDIES ON THE GENETIC DIVERSITY AND THE GENOME OF
GERMPLASM RESOURCE ON MAJOR MARICULTURE FISHES

LIN Hao-ran

(Institute of Aquatic Economic Animals, Zhongshan University, Guangzhou 510275, China)

Abstract: Due to overfishing, heavy marine pollution and deterioration of marine ecosystem, the diversities of marine fish are

declined, the fish resources are facing an exhaustive risk. The implementation of proliferation and culture of marine fishes is the

fundamental measures and effective ways for the reasonable and sustainable exploitation of marine fish resources. Genomic researches

on marine life are the bases and new growing point for the exploitation of marine bio-resoures, and especially researches on the

genetic diversity and germplasm genome on major mariculture fish will enhance the theoretical level and promote the development of

new techniques for the proliferation and culture of marine fish. A comprehensive analysis on the purposes, significances and advances

in the detection of genetic diversity and germplasm genome, the control of genetic trait, the studies of molecular phylogeny and

evolution on the major mariculture fish is made in this article.
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