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INFECTOMICS IN THE EXPLOITATION OF
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Abstract: The generation of new anti—infective agents has emerged as an urgent issue in modern medicine. The availability of genome
sequences, and the development of various high—throughput techniques and computational tools offer holistic and integrative strategies
for dissecting the interplay between microbial pathogens and their hosts (infectomics). The identification of small-molecule modulators
of biological functions is the key activity in modemn drug discovery. This review focuses on infectomics and its application to

antimicrobial drug discovery.
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PIG GENETIC IMPROVEMENT AND SUSTAINABLE
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Abstract: China is the largest country of pig production in the world, but the quality of its breeding pig has been dropping behind

that of the developed countries for a long time, and its breeding stock has been depending on import. In this paper, based on review-

ing new developing of international pig breeding research, the main factors for pig breeding in China were discussed. In order to con-

front the severe competition for pig production under economic globalization, the basic strategies and principles for near future pig

breeding in China were suggested for the present situation of pig genetic evaluation.
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