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Discovery based on hunger sensation comes from gut flora:
Breakthrough in chronic disease prevention and control

ZHANG Chenggang, GONG Wenjing

Beijing Institute of Radiation Medicine, State Key Laboratory of Proteomics, Research Center for the Military Cognitive and

MentalHealth of PLA, Beijing 100850, China

Abstract Even in nowadays chronic diseases are still an obstacle to the healthy development of human society. It is an urgent need to find
a scientific yet effective way to control chronic diseases. Despite the great progress made by life science and modern medicine, the current
situation of high incidence of chronic diseases suggests that we should adopt and develop a new, even subversive thinking mode, to rethink
the etiology of chronic diseases in order to assist humans to across the gully and health problem of chronic disease. Based on a long—term
scientific research, we have obtained some new discoveries, such as "hunger sensation comes from gut flora" and "chronic disease comes
from gut flora" on the basis of the formation of "gut flora—centric theory" together with its corresponding technology, which will bring a
breakthrough to the chronic disease prevention and health management. In this paper, we will explore this new theory, provide new
understanding of the origin of the chronic disease, and propose corresponding strategies and solutions for chronic diseases. Compared with
the traditional Chinese medicine based on "harmony between man and nature" and the western medicine that advocates "chronic diseases
come from abnormal human genes", our studies emphasize on "abnormal gut flora (caused by human genetic abnormalities) new medical
system leading to chronic diseases" under the framework of gut flora—centric theory.

Keywords the gut—flora centric theory; hunger sensation comes from gut flora; chronic disease comes from gut flora; the prevention and

control of chronic disease
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