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A X AR ARG T 90% . Casamayor 557 FH S P
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Table 1 Statistics of taxonomic composition of investigated lakes in the Qaidam Basin

A 7 Il e H B J& oTU

T3 8 12 30 43 50 59 128

T11 10 12 28 40 46 49 111

HEh L) T12 7 9 22 32 35 40 95
D10 5 9 22 27 30 30 75

D11 7 11 24 35 40 42 105

M1 9 12 36 62 73 86 238

M7 8 12 26 38 40 42 101

X12 7 10 24 34 40 43 103

X15 7 10 24 31 35 38 95

R R

B Gl 7 13 31 56 69 78 144

G3 8 12 32 59 74 85 174

TE MR 2 G2 2 D— R RT3 T3 R K—T & 53, X—/ N 2 233 ; OTU—operational taxonomic units
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I i EL A LA A 2 0 b | BT 2 W P AR AR B I
P AN B 5 R EAZ PR A 2 o 430 2 (Alveo-
lates) TEAK AR AL EE K T35 o/ L (AR 5k 43 A1 o 16 206
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Fig. 1 ML phylogenetic tree with 185 rDNA sequences of
picoeukaryotes retrieved from the investigated lakes in the
Qaidam Basin
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AR L D BB ARk o — B8ORS 50 A IR B 1 oy &
B R A AR ZNTAE /NG H AR T D4RE S B RIR K AR
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TR BLA% A W L R 4358 0 /N, G 18 rDINA LR i DL BOR
Z R A FZ L R T 2 R DT AN S A i K 2 .

JE 5 F AW F AR N R B A AR ) AR M 5T
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FRidcis R B A W) DNA IR AW, SR H BETE PCR i 10 72
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Eukaryotic pico—and nano—plankton community in Qinghai—Tibetan
Plateau saline lakes

WANG Jiali'?, CHU Limin'

1. State Key Laboratory of Simulation and Regulation of Water Cycle in River Basin, China Institute of Water Resources and
Hydropower Research, Beijing 100038, China
2. Institute of Shandong River Wetlands, Laiwu 271100, China

Abstract The Saline Lake storage of the rich mineral resources and biological resources provides an optimum contribution to the economy
and the development of industry and agriculture. The eukaryotic pico— and nano—plankton is usually defined as a plankton in the range
from 0.2 to 3 wm diameter. The high genetic diversity of the eukaryotic pico— and nano-plankton communities is observed in the High—
Mountain saline lakes. In recent years, the eukaryotic pico— and nano—plankton attracts attentions of many researchers and many useful
observations were made in the literature. The present paper summarizes the recent research progresses in systematic and biodiversity of the
eukaryotic pico— and nano—plankton, the composition and the distribution of the inhabiting saline lakes in the Qaidam Basin of the Qinghai-
Tibetan Plateau. And it is pointed out that each kind of molecular biology research techniques has limitations. Some suggestions are made
about the studies of the eukaryotic pico— and nano—plankton inhabiting saline lakes, including how to promote the research of genetic
diversity of eukaryotic pico— and nano— plankton inhabiting saline lakes, how to carry out the research work based on the microbial
cultivation and the pure culture isolation for eukaryotic pico— and nano-plankton inhabiting saline lakes, how to tap the potential of
research for the evolutionary studies based on the eukaryotic pico— and nano-plankton inhabiting saline lakes, and how to promote the
studies of the biological functions of the eukaryotic pico— and nano—plankton inhabiting saline lakes.

Keywords Qinghai—Tibetan Plateau; hypersaline lake; eukaryotic picoplankton; eukaryotic nanoplankton
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