—t

R S4R 2014,32(14) www.kjdb.org &

th 75 )& ™= 3 FL i DNA 1) i) % K 3t
1 % I EE A ofIR B PCR A

A DM, 8L R

1.9 & K& K5, 6% 100081
2. jb?ﬁ"@&%?iﬂ}%%iﬁ&?ﬁfﬁ%#@ L% 100081
TF AR A IE B IS E R P, KiE 116001

HE HRTHAXRMCTABXENMEESSSEFREDNANT X, HF5RFSRIGEHITILE, 2T RAICTAB EREMBAK
R BESERENDNA, BiREMAEHFIAE PCRY EHiRE, REBEAREDRSSEN alRERIGITFXIS4,1E
FAPCRAEHITH LR, ARRPEME . FEMSENMBEREEAFARY afRER At EMEAMERIF ARG, KB
EMESEFERHITEENEN, XMAEMAFSERNRIERIRESE,

XA F~SEE;DNARI;EMEBESE;RCRET

HESEE Q149 XERRED A doi 10.3981/j.issn.1000-7857.2014.14.004

DNA Preparation of Toxigenic Aspergillus and PCR Detection
of afIR Toxin Gene

JIANG Dan'*’, JIN Weilin'?, SU Deshan'?, HUANG Yaojiang"’

1. Minzu University of China, Beijing 100081, China
2. Beijing Engineering Research Center of Food Environment and Public Health, Beijing 100081, China
3. Liaoning Entry—Exit Inspection and Quarantine Bureau, Dalian 116001, China

Abstract This paper discusses the modified CTAB method for DNA extraction of toxigenic Aspergillus and compares it with the kit
extraction method. The modified CTAB method successfully extracted DNA of toxigenic Aspergillus. The concentration and purity
reached the standard of PCR amplification. Two pairs of primers were designed based on the afIR gene for aflatoxin biosynthesis
regulation, and the toxigenic Aspergillus afIR gene was identified by using PCR amplification. The results show that the afIR gene is
contained in the genome of Aspergillus flavus, Aspergillus parasitic and Aspergillus tamarii, Aspergillus fumigates and Aspergillus
versicolor are not detected, realizing the purpose for identifying aflatoxin producing strains. This method provides a reference for rapid
detection of toxigenic fungi.
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