] jcmik

ﬁ\ B 52t X (Artcles) FH2 S48 2012,30(19)
ﬁm‘"“lﬁ REVIEW

AE-5 R I 0 L e e HPV &g 5
Z P PIeE B R

Ml Em-MEARA " BREH- /R >, MHHH- PR, HR-HER A,
By A 55 7R - LR i 5 °

L. # B EAXFE ZWEMNBEREA, 5EKF 830011

2. HBEAKXFE —WEEREAH, L% KF 830011

3HBEARFR TR TFANFELEZR T, 5% KF 830011
4. B EMARXFREFHAET, 5L KF 830011

5 BEMRXFLEERES R, 54 KF 830011

ME BUMNUERKRALXETERENEREZGEAEERRELN, IREFFRNETERHTES FEMRRES HPV B#
HEXE WELEEREALEEFEAME ALK 85 4, Hdh F 53 84E 53 ], 12T H K 32 HIEAN R FRIA LR DNA
7 RNA,# A HPV #2114 PCR 5| £ E HPV B EMRMEMER, RAFEE RT-PCR AENEE 7 MEEERNERRIAK
T, £RFP, ETMRNEEFEFEHLAFTH TK1,SPP1 71 ARPC2/3 mRNA #; i Z i1 (25%—28%) , 7& & 1 &% & 1 B B 18
B (62%—66%) , HE R £% (P<0.05);18 2 ANX8,HSPA1A.S5100-A9 1 S100-P EFEMERFTEKTFLZLAHE , HERHE
EHEITFE X (P>0.05), M HPV BE B RAESH,HPV BEEER TK1 1 SPP1 mRNA Rk H Z 5K (50.0%F0 44.2%) ;
HPV BRE £ E RS (82.9%F 74.2%) , B 4&it EE X (P<0.05), #A5FKH,SPP1 . TK1 #1 ARP2/3 E E %k ix L AT # & 4 &Rk
EHERXENEEZRE,HJ TKI 71 SPP1 EREREKFEZUL TR HPV BERHIRBXR,

XER FTHE;ESRERAL;RT-PCR;EERIE; NALLERS

HESES R737.3 XRIRE A doi 10.3981/j.issn.1000-7857.2012.19.007

Relationship of Cervical Cancer of Uighur Women and HPV Infection
with the Up-regulation of Multiple Gene Expression
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Abstract Previous studies suggest that the profiles of over—expressed genes in cervical carcinoma are very different among populations.
The aim of this study is to identify the early warning molecular markers specific to Uighur women by screening the cervical lesions for
candidate over—expressed genes. 85 cases of fresh cervical tissues were collected from Uighur women with Cervical Squamous Cell

Carcinoma (CSCC) and chronic cervicitis as well as the normal tissue specimens from the surgical excision of uterus. After preparation of
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the tissue, the total DNA and RNA, HPV positivity and genotypes were screened by the HPV specific primer PCR, and the transcription

level of 7 candidate genes was analyzed by the semi—quantitative RT-PCR. The positive rates of the mRNA expressions of the SPP1, TK1

and ARP2/3 genes are found to be relative low in the chronic cervicitis and the normal periphery of the tumor (25%—28%), and are

markedly increased in the CSSC (62%—66%), with a significant difference (P<0.05), but with no significant difference in the expressions
of ANX8, HSPA1A, S100-A9 and S100—P genes. In case of the HPV infection, the rates of TK1 and ARP2/3 gene expressions are very
low in the HPV negative cases (50.0% and 44.2%), relatively high in the HPV positive cases (82.9% and 74.2%), and with a significant

difference  (P<0.05). The up regulation of SPP1, TK1 and ARP2/3 gene expressions might serve as an important mark of the cervical

cancer progression in Uighur women, and the alteration of TK1 and SPP1 gene expressions may be related with the HPV infection.

Keywords cervical carcinoma; Uighur women; RT-PCR; gene expression; HPV
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Table 1 mRNA sequence specific primers information of the candidate target gene

SEPFh 2 EEEIY (5" —3")

TK1 AACTCTCCTTTGTGTGGCTG

SPP1 AGAAGTTTCGCAGACCTGAC
HSPA1A GGCAAGATCAGCGAGGCG
ARPC2/3 TGTCGAAGAACACAGTGTCG
ANXAS TGAAGGCGTATGAGGAAGAC
5100-P TGACGGAACTAGAGACAGCC
5100-49 GACCATCATCAACACCTTCC
GAPDH CCCCTTCATTGACCTCAACT

TUESIY (5 —3") 7= 8 bp
GAGGTAGGAAGGGCTTTGAG 383
TTTCAGCACTCTGGTCATCC 195
TCTCTGCATGTAGAAACCGG 720
ACGAACAATGGACCCTACTC 437
TGTTTCTTATCAGGGTCCCA 444
CGAACACGATGAACTCACTG 364
CCTCCTGATTAGTGGCTGTG 387
TTGTCATGGATGACCTTGGC 456
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Table 2 PCR primers for HPV—positive and HPV16 type identification

ESRLES FHFEIM(5'—3") TG (5'—3") 7 ¥ /bp
MY09/11 CGTCCMARRGGAWACTGATC GCMCAGGGWCATAAYAATGG 452
GP5+/6+ CAACTAGTATTTGTTACTGTTGT AAATCATATTCCTCCCCATG 150
HPV16 CAGGACCCACAGGAGCGACC ATGGACCGGTCCACCGACCC 134
B—actin AGCCATGTACGTTGCTATCC TTGGCGTACAGGTCTTTGC 498
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Fig. 1 The patterns of multiple gene mRNA expressions
BT RT-PCR =#1# 1.5%RiEMERBXSMEETERERNE
3% KT ;M & L 50bp 254 B 89 DNA Marker (#R#&#);1.3.5.7,

9. 1113 A EHEAR;2.4.6.8.10.12,14 ABEEHRAA,
Notes: The expression levels are obtained through the RT -PCR
products in 1.5% agarose gel electrophoresis analysis for
identification of target gene expression levels; M represents the
50bp gradient DNA Marker (standard);1, 3, 5, 7, 9, 11, 13 for to
cervical cancer; 2, 4, 6, 8 10, 12, 14 for to chronic cervicitis

organization.

—62%), ¥4 G it % £ 57 (P<0.05). HSPA1A .S100-P.S100-
A9 FI ANXAS Wi ik K 24 T — & A8k 5 2 H
EZ BTG 272 L (P>0.05)

®3 ZWHERFEEEIREAHR P mRNA RIEKFEFH[N(%)]
Table 3 Analysis for a variety of gene mRNA expression levels in cervical lesions [n(%)]

LA BI% (n) TK1 SPP1 ARPC2/3 HSPA 1A S100-P S5100-49 ANXAS
IE# HE RS HiR 32 8(25%) 9(28%) 8(25%) 4(13%) 7(22%) 9(28%) 7(22%)
i 53 35(66%)  33(62%) 34(64%) 13(25%)  22(42%) 20(38%)  19(36%)

P 0 0.002 0 0.288 0.064 0.365 0.176

22 TKIEEREESR/E HPVI6 BEMXR

HPV 5 E8US M K EAEY LR, JLHE &SGR HPV
FEE ST (AR SRAR R BRI AT ] — ol g S5 98 A S pE E THL 1
TR AEARA T e 5 HPV &R YL SCHE , X A7 41 218R 4 DNA
PEAT HPV %58 \HPV B YL 1K H 3R 3k 73.58%(39/53), i fE
HPV FHPEFRAS H, w1 fE A HPV16 FL R AT ik 89.74% (35/39),

Il 52

B2 4 AT A, M HPV B4 /g B 4341 ,TK1 F1 SPP1 5 [H 7
HPV Bk 42U bR A o 545 R AR & (82.9% F1 74.2% ) , TE
HPV (APEE AR (50% 0 44.4%) , I ¥4 58 2% 22 5 (P<0.05) ,
fHJE ARPC2/3 H N R B B MK #E X (P>
0.05), LSRR B8 LA SRR T TK1 F SPP1 3
M ik 45 5 HPV B YA — 2 12 8 L SRl
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x4 TK1.SPP1# ARPC2/3 £EEM K HES HPV16 B
BRI KD T[N (%)]
Table 4 The correlations between TK1,SPP1 and
ARPC2/3 gene expression detection rates and the
HPV16 infection [n(%)]

HPV B (n) TK1 SPP1 ARPC2/3
PR 35 29(82.9%) 23(74.2%) 27(84.4%)

[¥ER:S 18 9(50.0%) 8(44.4%) 12(66.7%)
P 0.011 0.038 0.153
3 g
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TEHEMR KA, XFBLZ A BUR ] i85 4 UREAR SR kR
TR | 75k A 22 DR 2 5 e A O T EL R e g ik A T

SCIESCE & TECHROLOGY REVIER

SR HPV AT 27 48 B4 52 e 3 FE R 4 240 i P A
PRI P I I 23 AR AR 22 57 . UG, 45 5 AR | M LR A 3G A
B4, X T AE SCHR I A B9 08 S TR R AT ik — 2D
B A 48 7 AR S ) MR8 e o HIL R O e BRAE W0 AR B Y
T

AR SO FE B BN T8 S0 AL AU AR A Rk BRIl
12 i RT-PCR J7 3k 702 IR e B 99U 443 b BE A7 0 2

2 R L I, TK1 SPP1 ARP2/3 F1 S100-P JE K 15 4k 5 /R ik e
g v i FR Ik Y T AE MR AL 4, 5 IR R O il LA
4, Hrh TK1 SPP1 Fl ARPC2/3 3£ R (1) 3235 KV 35 2%

5o RPN RIS F S HPV B R K
L, TK1 Al ARP2/3 #E 48 5 IR ThF 8 B h 38 L 5 HPV
&L B E A OC B ARP2/3 ISR 5 HPV & 5L T 56, W SPPL
JE DA RT B R A B I T S0 R BILA TP ST I B (B A5 aE
— DS, SRS A I DR 2 A MR RN A S ) i —
EES HREA G EE X

TK1 FAAE T 200 5T, J2 B J v e A% 17 S IR) T, 2 55 40
JELJETIA 0 4% 5 A0 A 24 VTR OG . AR o | 4 A B v
9 TKT ZEG0 M43 2409 G133 & LAk, 3 S S B T
G2 Wk E ™, FEIEHAE SR BN TKL R Y 3 i)
i, JUT- R AS H U 5 i TK 76 ZL AR s s e s vh
SEH BRI PR b TR ARG 0 %oF T e e s 2 1 S 4 Ok B
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