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Yiqgi Chutan Formula Inhibits Lung Cancer Via Remodulating Gut and Tumor Microbiota

YANG Zhicong', ZHOU Xinyi', CHEN Lexin', LAI Nianhong'?, ZHANG Tao'?, MAI Chutian'’, ZHANG Enxin"?,

ZHANG Xiaojun' (1. Guangshou University of Chinese Medicine , Guangzhou , Guangdong 510006, China ; 2. Shenzhen Baoan Authentic
Traditional Chinese Medicine Therapy Hospital , Shenzhen , Guangdong 518101, China )

ABSTRACT: OBJECTIVE This study aimed to investigate the anti-lung cancer effects of Yigi Chutan formula (YQCTF) and
explore its remodeling effects on the gut and tumor microecology. METHODS  Mice were subcutaneously implanted with LLC cells
to establish a xenograft model and were intragastrically administered different extracts of YQCTF. Tumor volume and weight were
recorded and the peripheral blood cell analysis was performed. 16S rRNA sequencing was used to analyze the composition and
abundance of the gut and tumor microbiota. RESULTS  Different YQCTF extracts inhibited the tumor growth in LLC-bearing mice,
reduced the spleen index, and reduced the proportion of peripheral blood mononuclear cells. Furthermore, YQCTF intervention
modulated the microbial structure by suppressing the abundance of Prevotella, Oscillibacter, and Alistipes in the gut, while increasing
the abundance of Prevotella in tumor tissue. It also inhibited the enrichment of Clostridium_XIVa in both intestinal contents and tumor
tissues. CONCLUSION YQCTF attenuates lung cancer growth in mice by modulating the microbiota, including restoring short-chain
fatty acid-producing bacterial communities, and suppressing pro-inflammatory bacteria.

KEYWORDS: Yigi Chutan formula; lung cancer; 16S rRNA; gut microbiota; tumor microecology
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