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[Abstract] Gut microflora (GM) or intestinal microecology (IM) is of great importance in maintaining human homeostasis
and health. Cardiovascular disease (CVD) is a global health burden nowadays with high morbidity and mortality, the existing
research confirmed that GM/IM metabolic imbalance is closely related to the occurrence and development of CVD, and some GM/
IM metabolites can also be used as biomarkers of CVD disease, and their detection or intervention becomes a possible means of
diagnosis, prevention or treatment of CVD. Clinical drug metabolism and efficacy evaluation, and superior effect screening from the
GM/IM level is also a research direction of clinical pharmacology. With the implementation of the concept of precision medicine
and a wide health, GM/IM whole-genome sequencing and metabolomics continue to be researched, the basic research and clinical
application of GM/IM and CVD will be a hot topic in the future. The research status of the relationship between GM/IM and
CVD has been reviewed in present paper for providing diagnosis and treatment ideas and related references for the prevention and
treatment of CVD.
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