WMEIREAE 2003281 Hask el

mRBR

PR A R B 2URN g HE 2R X T — TIE 25 B B g A8 3 i) Y
H B

PG BE B (R A A N RBE B ) EE AR R X, R = 5720005 A SR B it g BEBE IR AL, R =1

572000
[FESES] R7353 [XEAPRERD] A [DOI] 10.11855/j.issn.0577-7402.2023.06.0708

[FEEA]  ASCHTA 1R 75 W o f 45 vhae

[BIAZAR] RHE4, R, P, MK IE M B 2500 T — 345 B 5 U BRI EL )], Al 42 B 2R 24, 2023,
48(6): 708-714.

[KFEEHHE] 2022-06-17 [RABH] 2022-07-16 [EZ&BH#] 2022-10-31

HEE] BB 04 KIER (TGP) FpPE 28 (TB) A T — Y45 B e & U Bk . sk [l
PENCAE20124F 12 ] —20204F 6 1 T fift il 25 G B B 8 1 B2 e AT ARIA TR 12 T — M4 B 8% o i@ HEGL (0 H]
BETGPHITB, FH 344> A TGP-AZL (P gkt A= & AR (8] ) 5 TGP-BAL (1R 28 AE KA s TBIRAL S TR 4L, /i 4%
WAL RS R 2% 5, K HKaplan-Meierk M TGP-AZ] 5 TGP-BZ . TBAKZH 5 TBE 20 9 JCHG A 47401 (DES) . 771
(08); K JH Cox HL Al KU A R 43 M 5 45 B s BB UG MG N K . R RFEMRE ML | A IEN BI7EA
TGP, TBWLZHHAFTEGE T2 22 5 (P<0.01); IEAh, CEAfEFF (P=0.03). T+T,i(P<0.01). TNM I (P<0.01)5EFFE
TETGP-BALH W i . TGP-AZH5TGP-BAL . TBMKAL S5 TBR 445 B 8 & IUDFS(TGP: Log-rank=10.06, P<0.01; TB:
Log-rank=6.62, P=0.01). OS(TGP: Log-rank=6.53, P=0.01; TB: Log-rank=4.90, P=0.03)fFfE4iil* ¢ 5. TGPE4
9 R DFS(HR=2.95, 95%CI 1.54~5.63, P<0.01)F10S(HR=2.37, 95%CI 1.14~4.94, P=0.02)f 7 falm =, it
TGP. TBJE | — ML EH e B E BN R BUS R &Y, TGPRIM AR EMA KA TB=101/0.785 mm’ 1 £ T
JEB2E

[X$ER] S5EE; Mg, Mt 2f; JomE A, SR

Value of tumor growth pattern and tumor budding on judgment of patient’s prognosis with stage
I -1l colorectal cancer
Wu Yong-]in1 , Xue Tian-Hui’, Yan Bingz*

'Department of General Surgery Unit 2, Sanya Central Hospital (Hainan Third People’s Hospital), Sanya, Hainan 572000, China

*Department of Oncology, Hainan Hospital of Chinese PLA General Hospital, Sanya, Hainan 572000, China

"Corresponding author, E-mail: y_bing41@163.com

This work was supported by the Natural Science Foundation of Hainan Province (823MS164), and the Medical and Health
Technology Innovation Project of Sanya (2018YWO06)

[Abstract] Objective To analyze the value of tumor growth pattern (TGP) and tumor budding (TB) on judgment of the
prognosis of patients with stage I -1l colorectal cancer. Methods The clinical data of 152 patients with stage I -1l colorectal
cancer, admitted and undergone radical operation from December 2012 to June 2020 in Hainan Hospital of Chinese PLA General
Hospital, were collected and retrospectively analyzed. TGP and TB were interpreted with HE staining and patients were divided into
TGP-A (dilatant growth type and intermediate type) or B (invasive growth type), TB-low or TB-high subgroups. The differences of
clinicopathological features among these subgroups were analyzed; Kaplan-Meier analysis was performed to analyze the disease-free

survival (DFS) and overall survival (OS) of these subgroups. Finally, Cox proportional risk model was used to analyze the risk factors
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Statistical differences of tumor differentiation degree and N stage
existed in TGP-A or TGP-B, TB-low or TB-high subgroups (P<0.01); in addition, the characteristics were more obvious of high CEA
level (P=0.03), T;+T, stage (P<0.01) and TNM Il stage (P<0.01) in TGP-B groups. Between TGP-A and TGP-B subgroups, and
between TB-low and TB-high subgroups, the statistical significantly difference existed in DFS (TGP: Log-rank=10.06, P<0.01; TB:
Log-rank=6.62, P=0.01) and OS (TGP: Log-rank=6.53, P=0.01; TB: Log-rank=4.90, P=0.03). TGP was an independent risk factor
for both DES (HR=2.95, 95%CI 1.54-5.63, P<0.01) and OS (HR=2.37, 95%CI 1.14-4.94, P=0.02). Conclusion Both TGP and

influencing prognosis of colorectal cancer patients. Results

TB were more reliable prognostic markers for patients with stage | -1l colorectal cancer, the ones presented TGP with infiltrative

pattern or TB =10/0.785 mm’ would have poor prognosis.
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Fig.1 Typical pictures of TGP and TB in HE stained slides (x200)
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Tab.1 Comparison of clinicopathological parameters in different TGP and TB colorectal cancer patients [1(%)]
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Fig.2 Kaplan-Meier survival curve of different TGP and TB colorectal cancer patients
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Tab.2 Univariate analyses of the influence factors for DES

and OS for colorectal cancer patients after surgery
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Tab.3 Multivariate analyses of prognostic factors in patients

with colorectal cancer after surgery
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