Med J Chin PLA, Vol. 48, No. 6, June 28, 2023

LEAZIRHITRBS . 2T ST T

SRR RBREREWRHN ARG RE

EN, RO,

VU a3 T A 2 Bg / DU 1 R A PR R DU R Be , DU )ISCHR 610041

[ERET]

TN, oz, WM S, DI R2EAETE A IE T A S e /4B P AR DU B2 e TAERG 30 5 K60 R AT, 1A AR Z A
A, VB ERBAN S AGAR), PWIEERESER “TAERR” f5RA, WIEAR L TIRE “OTAEYFans
A7 IREGA TN, FRIUIE B SRR R0, DU R R AR 100 . — 58000, T A [ s D 2244 5 ) L B 250
Biva %k /2Rl EATZE 5 . PRI B S e HE W R R T A TAE R RS Bt . D14 s B 2 4 T ARG 3640 £ I AT 2 3
G MORERS . AEH . TR MW, KBRS AR IS — & R E R AR WL Fl7I, Mk s
RiEScoodeks, Hrbsculls i i 3204k

[FE>ES] RS2 [STEEARERE] A [DOI] 10.11855/j.issn.0577-7402.2023.06.0627

[FRR]  ASCHTA 1R 7 B JC R 25 i 2

[BIAZAT] VI, 8. Z5A% 08 TR A s 2 W 1) 1o IR 5 e B 7). Ff U4 I 2 2% 7, 2023, 48(6): 627-633.
(s EHEI] 2022-07-28 [RAHE#] 2022-10-15 [EZHH] 2022-11-24

(EE] SRR A BT 5 DR A ™ R A BRI L e, BRIy ek a s m U E R 2 —,
W MR ES AR A 6 TAF . SEAGSE, P RS R G O BN 9209% , A0 A a5 i IR, Sl ig
T R R BB PEIR YT, SR W A AR N (O T — o B IS W A A IR 1 7 I A AE AN R DX A v IR M R 5 1 2l
PRI | SRR 000 25 R vER DR TR JRR A5 IRV, 7 2 Wb a5 A B P T T R R e 5 906 sl P g 14 S 2 W Tt H
THBHERE . A SO T AR R G AZ T RO AR S RO BT FE e, JF48 AR B A S, -3 Y SRS A
e A IR TS S Y e E N S

[RER] SRR SRRV EWbnEY; FeRdss; Ends

Application of biomarkers of latent tuberculosis infection: current situation and prospects
Wang Chuan, Xie Tian-Cheng

West China School of Public Health/West China Fourth Hospital, Sichuan University, Chengdu, Sichuan 610041, China

This work was supported by the International Cooperation Project of Science and Technology Department of Sichuan Province
(2017HH0080)

[Abstract] Tuberculosis (TB) is a chronic infectious disease caused by Mycobacterium tuberculosis (MTB) that seriously
affects human health. As one of the TB high-burden countries worldwide, there is a need to strengthen the prevention and treatment
of tuberculosis in China. It is estimated that the proportion of people with latent TB infection (LTBI) in China is close to 20% of the
total population. Effective identification of LTBI, thus enabling early diagnosis and preventive treatment, is one of the key measures
to control the TB epidemic. Existing methods of diagnosing TB infection are unable to distinguish LTBI from active TB (ATB), and
cannot accurately predict progression of LTBI to ATB, while biomarkers are expected to have the potential in differentiating LTBI
from ATB and predict progression. In this paper, we summarize the recent advances in biomarkers associated with LTBI and address
the future development trends, in order to provide ideas for finding new markers for precisely identifying LTBI.
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